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Introduction

The "Morpho User Guide" is provided to assist with the use of the Morpho
application. Morpho can be used to create ecological metadata, and store and query
ecological metadata housed on one's local system, or from the distributed Metacat
servers.

Knowledge Network for Biocomplexity (KNB)

The KNB is a national network intended to facilitate ecological and environmental research
on biocomplexity. It enables the efficient discovery, access, interpretation, integration, and
analysis of complex ecological data from a highly distributed set of field stations,
laboratories, research sites, and individual researchers.

Three main components of the KNB are a data management tool, Morpho; a framework for
storing and serving data and metadata, Metacat; and a formal specification for ecological
metadata, EML (Ecological Metadata Language). Source code for all the products
developed under the KNB are available for downloading at "http://knb.ecoinformatics.org/
software/"

Morpho

Morpho is a data management tool for ecologists. It was created to provide an easy-to-use,
cross-platform application for accessing and manipulating metadata (e.g. documentation)
and data (both locally and on the network). Morpho allows ecologists to create metadata, (i.
e. describe their data in a standardized format), and create a catalog of data & metadata
upon which to query, edit and view data collections. In addition, Morpho provides the means
to access network servers, in order to query, view and retrieve relevant, public ecological
data!

The basic operations that can be carried out using Morpho are:

. Create and Edit Metadata
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. Search and Query Metadata Collections
. View Data and Data Collections

. Verify and Edit Data

. Provide Access Control

Many types of "data" can be used with Morpho, including data tables and images.

Metacat

Metacat stands for "Metadata Catalog". Metacat servers allow ecologists to share their data
and metadata via the Internet. A Metacat is essentially a server from which ecologists,
through using Morpho-- can upload, download, store, query and view relevant metadata and
data on the KNB (Knowledge Network for Biocomplexity). Metacat servers can also be
accessed independently of Morpho, such as via a Web browser, or calls from a database,
but this requires some specialized programming. Morpho is the easiest way for most
ecologists to immediately access and store metadata and data on a Metacat. Among other
things, the KNB supports a network of Metacat servers.

Ecological Metadata Language (EML)

Ecological Metadata Language (EML) is a metadata specification developed by and for the
ecology discipline. It is based on prior work done by the Ecological Society of America and
associated efforts (Michener et al., 1997, Ecological Applications). EML is implemented as a
series of XML schema and document types, that can be used in a modular and extensible
manner to document ecological data. Each EML module is designed to describe one logical
part of the total metadata that should be included with any ecological data set.

Read more about EML in the EML Handbook

Help Index Getting Started —
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Getting Started

Download Morpho

The first thing you should do is install the Morpho software. Go to "http://knb.ecoinformatics.
org/morphoportal.jsp” and choose the appropriate link. You will have the option of
downloading Java along with Morpho if you do not already have it. Follow the directions in the
installer.

N.B. We recommend that you download the full version of Morpho with Java, since there are
some minor incompatibilities with Morpho if you do not have the correct version of Java 1.4.2
or higher. Morpho's installation of Java will only be used by Morpho, and will not disrupt any
earlier versions of Java which you have already installed.

Morpho 1.5 is a Java application that runs on Mac OSX and Windows 2000, XP, and higher.
It also runs on Linux, but as of this version there are some minor display problems. We
recommend installing Morpho on a newer, more powerful system, ideally a fast G4 Mac or
Pentium 4 PC or higher, with 256MB of RAM or more. Morpho 1.5 is compatible with
Ecological Metadata Language 2.0.0.

Register for the KNB Network

After installing Morpho (but before using Morpho), register yourself on the KNB web site. Go
to "http://Idap.ecoinformatics.org/cgi-bin/Idapweb.cgi" and fill out the form pictured below.
Write down your name and password somewhere secure. Registering with the KNB Network
will provide you with access to some advanced metadata and data services from the KNB,
and does not install any networked spyware on your system, nor does it require that you be
on a network in order to use Morpho.
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<3 Data Registry - Microsoft Internet Explorer : E|

&3
'lr

File Edit ‘Wiew Fawvorites Tools  Help ;

Address Ej http:fldap. ecoinformatics, org)cgi-bingldapweb, caitcfg=knb W

Rei=2d Biocomplexity Data Search

Home

Register for the KNB!

Fill out the form below to register for the ENB, By registernng, you will be
assigned a user account that allows you to store your own data as part of
the KMB and to collaborate with other research scientists through the
kB,

Required fields are shown in red,

First Name:

Last MName:

Organization: unaffiliated

Telephone:

Email:

Title:

Username:

Password:

Confirm Password:

Fegister

Open Morpho and Create a Morpho Profile
Open Morpho by double-clicking on its icon, or the file called "Morpho.bat".

The first time you execute Morpho, you will be asked to create a new profile. This profile
allows you to use Morpho locally on your personal computer and, once registered for the
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KNB network (see preceding "Register for the KNB" section), will allow you to create, access,
edit and search for data sets on the KNB network.

If you are upgrading Morpho from a previous version, you will still be prompted to create a
new profile. If you want to continue using your old profile(s) (so that your locally-stored data
continues to be visible), simply enter a "new profile" with the same name as the old one, and
you will be prompted if you would like to use the existing profile. For example, if your old
profile is named "jdoe", then enter "jdoe" as the name of the new profile, and when you finish
the profile wizard, Morpho will ask if you want to keep your existing profile -- click "Yes". This
will only work if you logged into your computer with the same account under which your old
profile existed.

Enter your profile name, and your first and last names, under "Basic Information” in the New

Profile screen, pictured below. Your profile name does not have to be the same as your
Metacat (KNB) network username.

Hew Profile

w New Profile

Baszic Information

Enter the name for
this profile and your
first and last name.

Marme of profile:
First name:
Last name:

==

Click "Next" to move on to the "Metacat Account Information" screen, pictured below. Here
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you should enter the Metacat username and the organization name which you registered on
the "http://knb.ecoinformatics.org/index.jsp" site. If you are not on the Internet, or you do not
want to register with the KNB, you can enter any username here and Morpho will still work.
But if you do not reference a valid KNB account here, and associate it with this profile, you
will only be able to store your metadata files locally, and not be able to login to the KNB to
take advantage of the advanced storage, access, and querying capabilities provided by
Metacats.

Hew Profile

w New Profile

Enter your Network Metacat Account Information

account information.
This will allow you to
log in to Network and
collahorate with other

researchers through

the KNB. To register

for a new Netwaork Metwork Llsername: |

account, go to unaffiliated [
“http:/Knb.ecoinformat Crganization: |NCEAS
ics.org”. LTER W

Cther organization:

| Cancel | | {E Previous | | Mext 33‘ |

Click "Next" to move to the "Miscellaneous Information” screen, pictured below. The identifier
prefix that you enter will become the prefix of your stored metadata file names. For example,
jdoe.xml.
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Hew Profile

w New Profile

Mizcellaneous Infarmation

Enter miscellaneous
profile options. This
includes the prefix
vou wish to use to
construct data
identifiers for your
data.

Identifier prefi |

Cancel | | ‘i?,-. Previous | | Finished

Click "Finished" to move on to the "Metacat Login" screen, pictured below, where you should
enter your Metacat password. Alternatively, you can login on the main welcome screen of

Morpho, described in the next section.
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E‘*E‘_,% Metacat Login
Metacat Login

Enter your Metacat password in order to log in.

Mame uid=jdoe,0=HCEAS,dc=ecoinformatics,dc=org

Password

¥

Login %Kip Login

I By entering your password and clicking the "Login" button you will be able to create, edit,
search, access and manage data that is stored both locally (on your computer) and on the
KNB network. By selecting "Skip Login" you will be able to do all the previous operations
locally, and may search for data sets on the KNB network. However, you will not be allowed
to create or edit data sets on the KNB network unless you are logged in via a valid KNB
account.

The next screen you will see after logging in is The Main Welcome Screen. Read about it in
the next section.

_..‘ Introduction The Main Welcome

Help Index
Screen —
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The Main Welcome Screen

After you have opened Morpho and created a profile, you will see the "Welcome to Morpho!" screen.

m Morpho

File Edit Search Documentaktion Data  SWindow  Help

BB RSO

Current profile: Andrea

[uid=chadden,o=MCEAS,dc=ecoinformatics,dc=arg)

Change profile: |Andrea b

E Create a new praofile... Welcome to MorphO!

Metwork Status: MOT Logged In

If vou do not choosze to login, you will be able to access
only "public” netwark files az a Guest Uzer

Login to network using current profile:

Passward:

Wiork with your data...
[i cCreate a new data package...
= Open an existing data package...

8 search for an existing data packane...
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Welcome Screen Panels

Notice that there are three panels on the left side of the screen - the "Current Profile" panel at the top, the "Network Status" panel in the middle, and the "Work
with your data..." panel at the bottom. Each of these is described below.

. Current Profile Panel

The top of the panel shows the current profile setting. You can use the drop-down list to change profiles, or you can click on the link to create a new profile.

' Current profile: jdoe_profilel

[uid=b,o=unaffiliated,dc=ecoinformatics . dc=org)

Change profile: deu:ue;uru:ufilm ﬂ

E Create a new praofile...

. Network Status Panel

The top of the panel shows your login status for the KNB. If your status is "NOT Logged In", you can type your password in the "Password" field and click the
"Login" button to login to the KNB network. You will be logged in with the username associated with the current profile, shown in the "Current Profile" panel. Note
that this KNB username is not necessarily the same as your profile name. Your KNB username is the name appearing after the "uid=" just below the title bar of
the "Current Profile" panel.
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4 Treate a new profile...

Metwork Status: MOT Logged In

If wou do not choose to login, vou will be able to access
only "public" network files az a Guest Uzear

Login to network using current profile:

Password: I login |

Worl with your data...

After you are logged in, you will see the following:

A Create a new profile...

Logged In

You are logged into the netwark, and may work with all
files for which you have accazsz priviliges

ﬁ Logout from network...

ith your data...

Clicking on the "Logout from network" link will log you out of the KNB network.

. Work with your data... Panel
This panel contains click-able links which allow you to:

. Create a new data package,
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. Open an existing data package, or
. Search for an existing data package (both locally and on the KNB network)

A description of what each of these links does is provided later in this guide (click on the links above to skip to one of these sections).

work with your data...

D‘* Create a new data package...

& Open an existing data package...

& search for an existing data package...

Menus
The menus at the top of each Morpho screen allow you to access all the operations that are available in Morpho.

m Morpho -_ E' VE
Search Documentation  Data  Window  Help

Revert Tab
Rewvert All Tabs

Bt
B Copv
il Paste

Change profile: |a b

EAS, de=ecoinformatics.dec=org)

ﬂ Create a new profile, .,

Items will sometimes appear grayed out, meaning these are not available for use with the current data package. For example, "copy" and "cut" will be disabled
on the "Edit" menu if you do not currently have any item selected.

It is a good idea to take a moment and familiarize yourself with the contents of each of the menus.
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. File menu

Under this menu, you'll find prompts (pictured below) for creating a new data package, opening an existing data package, logging in and out of the KNB network,
creating a new user profile, saving a data package, deleting a data package, printing documentation, setting preferences, exiting Morpho, and other options.

Onpno L
Edit Search Documentation Data  Window  Help

(5. Mew Data Package. .. w

= Open...
Cpen Previous Version
Wi Print Metadata

.Save... oinformatics.dc=org)
Login/Lagout il
Mew profile., ..
Switch profile. .. - [ ] - [ ]
Set preferences. ..
Synchranize, . Cha
Dielete, . ou will be able to access
Guest User
Expart... i
ent profile:
Exit 40

Fassword: | login

. Edit menu

In this menu (pictured below), you can cut, copy or paste items, as well as reverse changes you have made to a data table or to a set of data tables.
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=S

Data  ‘Window Help
Revert Tab

Revert All Tabs

&L ut

W Corv
[ m Pashe EAS, dec=ecoinformatics, dec=org)

Change profile: |a b

E Create a new profile. ..

. Search menu

Under this menu (pictured below), you have the options of searching for data packages, saving a search for future use, refining a search by changing search
parameters, or refreshing the current search.

DX
Documentation  Daka  Window  Help
Eoa i & search..,
% Refresh
Save Search

k¢ Revise Search
[uid=z bcoinformmatics,dc=aorg)

Curren

Change profile: |a b

E Create a new profile. ..

. Documentation menu

This menu, pictured below, allows you to add, delete, or change a variety of different types of documentation (metadata) for your data package. You may add or
edit general documentation for the data package, or more specifically add or edit information on the research project and usage rights related to the data
package, as well as the geographic, taxonomic, and temporal coverage of the data.
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File Edit Search BlslsNlyy(=Is=ala !

a @4

Data  ‘Window Help

Add Documentation,

&dd Research Project Information, ..
Add Usage Rights Information. ..

&dd Geographic Infarmation, .
(uid=achadder  add Temporal Information...

change prot &dd Taxanomic Infarmation, ..

E Create a new profile. ..

. Data menu

This menu (below) is where you will find tools that allow you to import a data object (such as a table or an image), or create a data table. Also, you may edit and
manipulate the data in a data table using commands found under this menu. Finally, you may also add or edit the documentation for your data columns under
this menu.

File Edit Search Documentation Window  Help

i Create/Trmpaort Mew Datakable, ..
RaBReDS Al

Delete Current Datatable

Sort by Selected Column

Current profile; :
Insert Row After Selection Chrl+I

(uid=achaddan.o=MNCEAS,de=: Insert Fow Before Selection

Change profile: |a Delete Selected Row
Insert Column After Selection

Insert Colurmn Before Selection e ICO m e to M i

Delete Selected Column

Metwark Status: Edit Colurmn Metadata

E Create a new profile, ..

. Window menu

Under this menu you can view different windows that are open in Morpho.
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. Help menu

This is where you can access the Morpho User Guide, which contains help on all Morpho features. There is also an "About" item where you can read general

Bi=1(ES

information about Morpho.

File Edit Search Documentation Daka  window Bkl

RaBR e s

Current profile;

[uid=achadden,o=NCEAS,dc=ecoinfarmatics ,dc=aorg)

Change profile: |a b

Toolbar

The toolbar contains shortcut buttons to the more commonly-used commands found in the menus. The purpose of each button is described below. If you ever
forget what a button is for, simply place your mouse cursor over the button and a small pop-up reminder will display the purpose of the button.

The "new data package" button starts a wizard that will guide you through the process of creating a new data package of your own.

The "open package" button allows you to open an existing data package (provided you have adequate access permissions).

The "search button" begins the data package search process. If logged in to the KNB, you will be able to search both locally and on the KNB network.

x|  The next three buttons are enabled only when the frame contains the results of a search. They allow you to refresh the search, save the search
for future use, or revise the search by changing the search parameters.

e |@ |2 |

Status Bar
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The status bar at the bottom of the Morpho window contains information about the current status of various Morpho settings and parameters. For example, when
search results are displayed, the number of "hits" is shown on the left end of the status bar.

4 o

16 data sets found % O o

The three icons located at the right end of the status bar indicate the following:

Network == Network connection available
Status Ik Network connection not available
. Logged into network

Login Status - gd )

i Not logged into network
. Using secure (SSL) connection*

Security i ¢ ) ( ) )

o Not using secure (SSL) connection

* Note that Morpho does not currently support SSL connections.

Read an Introduction to Data Packages on the next screen to learn more about what data packages are, and what they look like.

Help Index -~ Getting Started Introduction to Data Packages -
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Introduction to Data Packages

What is a Data Package?

Data packages are the logical units that Morpho creates to represent your data files and
their descriptions (e.g. documentation, or metadata). Morpho provides an easy interface for
you to access your data and its documentation via these data packages.

There are two main components of Morpho that deal with data packages:

. Data Package Wizard, which guides you through steps to create a new data package,
and

. Morpho Editor, which helps you manipulate, edit, and add documentation to existing
data packages.

The Data Package Wizard and Morpho Editor are described later in this document. Below is
an introduction to data packages, and what these look like.

Data Package Panels

Morpho uses the term "Data Package" to describe a set of documentation and /or the
associated data. A "Data Package" consists of either metadata alone, or metadata along
with the associated data.

After creating a new data package, or opening an existing data package, you will see the

contents of the data package represented by a "Data Package" screen, shown below for a
sample data package.
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This screen consists of several parts. The standard Morpho menu and toolbar are at the top

of the screen. Below these are three panels: the package documentation panel, the data
table panel, and the table documentation panel. Each of these panels are described below

. Package Documentation Panel

The top panel contains a brief "citation-style" summary of the data package. It includes
icons to the right that indicate whether the package is located on the local machine, on the
network, or both.
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Data Package: tao.9045.4 - 0] x|

File Edit Search Data ‘Window Help

BN W

Mike Thompson,  Species Distritution 7 jgcal
Accession Number tao.9045.4 Keyvwords: species devisity distribution

more L __H_ net
P T

b

i

— Summary of package info L Drag bar to resize frame

— Clicking this link will expand Icons indicate whether
the documentation view to data package saved on
reveal more detail, local machine and/far
as shown below: on network

The top panel can be expanded to reveal additional documentation, either by dragging the
divider bar, or by clicking the "more" link. The additional documentation is shown below.
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L] Data Package: tao.9045.4 3 =10 x|
File Edt Search Data Window Help

alolale]o]| W
Mike Thompson,  Species Distritution tﬁ“"‘

Accession Number ta0.9045.4 Keywords. Species devisity distribution

Data Package Documentation I hide X

LETWOTTS: -
# Species devisity distribution

Additional Information:

License and Usage Rights:

Related Metadata and Data Files:
tao 9044 1 isDataFileForBpecies plot datatet) tao90454
tao 90471 provides table-entity mmformation for DATAFILE tao 9044 1
tao 2049 1 provides eml-phyrsical information for Table $ag 9047 1
tap 20441 provides access control rules for tap 2045 4

The blue links in this documentation window link to files that contain the documentation,
displayed in EML format, or data. Clicking on one of these links will cause the relevant part
of the documentation to be displayed in the current panel. For example, clicking the
"ta0.9049.1" link in the above screen would cause the eml-physical documentation to be
displayed. After navigating to different documentation pages, you can use the "back" button
near the top right corner of the panel to navigate back to the initial view (this works in a
similar way to a web-browser's "back" button).

The Package Documentation Panel may be collapsed to its original size in one of several
ways:
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1. by clicking the "less" link;

2. by clicking the "hide" button, located to the right beneath the net and/or local icons;

3. by using the mouse to drag the divider bar, which is at the bottom of the screen, up or;
4. by clicking the small arrow icons located on the left side of the lower divider bar.

The documentation may be edited by clicking the "edit" button that is located beneath the
"hide" button. This will take you to the Morpho Editor, described later in this User Guide.

. Data Table Panel

The data table panel, displayed below for a sample data package, either shows the data in
spreadsheet form, or for several formats of image entities, displays the image. The tabs
along the bottom of the data table panel may be used to select and view different tables or
image entities within the package.

Using the drag bar on the right side of the panel, you can collapse, expand, or change the
size of the data table panel.
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| more
T O T
date string string integer string
Site Transect Plot Community
TI24195 Toolik Alkaline 1 1 D Ca|:
7 124196, Toalik Alkaline 1 1 O L=
724095 Toalik Alkaline 1 1 O O
724495 Toalik Alkaline 1 1 D c B
7124495 Toalik Alkaline 1 2 O C  fCase
724095 Toalik Alkaline 1 O L Wi
724095 Toalik Alkaline 1 D L B
: ‘WMEeco
7124495 Toalik 2 O L E
7I24195 Toolik 2 O 2 M Crien
TI24195 Toolik 2 D L B
7124195 Toolik 2 O £ B
724095 Toalik Alkaline 1 2 O £ B
724495 Toalik Alkaline 1 2 D e |
7124495 Toalik Alkaline 1 2 O F. B
724095 Toalik Alkaline 1 3 O E |
724495 Toalik Alkaline 1 5 D Foy:
T == - - _*I_I |
DataFile: tan 91571 Cancel | Update |
5 ,-.-‘ :
11 IEEIgtrans.t:d

T

biutton saves Drag bar
I—Tahs to select data tables or changes and e rggize
other entities within a package updates data frame

package

You can click and edit data directly within the table cells. After editing the data, click the
"update" button to save the changes, or "cancel” to undo the changes. "Cancel" and
"update” only apply to the changes made on the tab that is selected. To cancel changes that
have been made to ALL data panels, you can select "Revert all tabs" under the "Data" menu
at the top of the window.

You can right-click on the data table to bring up a menu which allows you to:
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. sort columns

. insert and delete rows

. insert and delete columns
. add new tables

. add/edit documentation

These same options are also available under the "Data" menu at the top of the window.
Read more about using these tools here.

. Table Documentation Panel

The table documentation panel (located to the right of the data table) displays
documentation for the table that is currently being viewed. Note that tables are also referred
to as "entities" in Morpho, using terminology consistent with database management
systems. Similarly, "attribute" refers to the variables or columns contained within a table.
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Clicking on any of the column headers in the table will cause the documentation panel to
show more specific information about the selected column (or "attribute"). An example of
this more detailed information about a sample column of data is shown below.

file:///C)/work/morpho/docs/user/data_packages_intro.htm (8 of 10)4/18/2004 7:59:24 AM



The Knowledge Network for Biocomplexity

=
2L
|'[: |'[: |'[:

Attribute
Hatne

Lahel

R : : D Eﬂt]i’[itlﬂ
| : Lkaline 1 5 tranisect
kaline 1 :

=B
o =I:i b e

Tratizect

I ]

0
= | 5
i
Al

Transect

=

=

I=|I=

=

T

_ aline 1
. Alkaline 1

1571 Cancel | Upcate |

= @ o

You can return to the table (entity) documentation either by using the "back" button (located
at the top left corner of the panel), or by clicking on the data table tab at the bottom of the
data table panel.

You can edit the currently displayed documentation by clicking the "edit" button (located
beneath the "hide™ button). Doing so will open the Morpho Editor, described in a later

section.

As with the other panels, this panel can be resized by dragging the dividing bars, and can
be hidden or expanded fully by clicking the arrows on the divider bars, or by clicking the
"hide" button at the top-right corner.

The next section describes how to open an existing data package.
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Opening an Existing Data Package

There are three equivalent ways to open an existing data package. Do one of the following:

: = :
. Click the open button found on the toolbar of the Main Welcome Screen.
. From the File menu, choose "open".
. Click on "Open an existing data package" on the Main Welcome Screen.

You will then see a listing of the available data packages. The data packages listed are
those which you have previously created using this profile and/or under the particular KNB
username, along with a fictitious sample data package that comes with Morpho--
"Population sampling data for zooplankton in the Great Lakes, 2000".
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The icons in the first column of the "open” screen tell you if the package contains:

Data and documentation

Documentation only

Icons in the last two columns indicate whether the package is located on the local machine
or on the network (or both).
Select a data package to open (or open the fictitious sample package "Population sampling
data for zooplankton in the Great Lakes, 2000"). Click the "open" button located at the
bottom right of the window, or double-click the selected data package, or right click on the

data package and select "

open".

To locate and view data packages other than those you have created, use the Search
feature, which is described further in the next section.

Help Index

ey Introduction to Data Packages

Data Packages -—
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Searching for Data Packages

There are three different ways to search for a data package. These are the subject search, the
taxonomic search, and the spatial search. Each allows you to use different criteria in your search. You
may combine features from one or more of these three types of searches into one search.

To begin a search for data packages, do one of the following:

. Click the search button il found on the toolbar on the Main Welcome Screen.

. Click on "Search for an existing data package" on the Main Welcome Screen.
. Go to the "Search” menu at the top of the Main Welcome Screen, and select "Search".

I'NOTE: if you are not logged in but have network access, the only network data packages that will
show up in your search are those which have "public” access privileges. To view additional data sets
from the KNB network, log in on the Main Welcome Screen.

Search Interface

Next, you will see the search interface, pictured below.
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You can name the search by typing in the field next to "Query Title", and then save the search and its
parameters for later use. Save the search by clicking the "save search" button in the toolbar at the top of
the screen, or selecting "Save Search" under the "Search" menu at the top of the screen. After you save
the search, you can access it directly from the "Search” menu on the main menu bar at the top of each
window.

Check the appropriate boxes at the top right of the search interface to specify where you would like to
search. You may choose whether you want the search to occur only locally (i.e. on your computer), in
the catalog (i.e. on the KNB network), or both.

The four tabs (Subject, Taxonomic, Spatial, Options) provide more detailed search criteria. After
entering your search criteria in one or more of these tabs, you have the option of combining all of the
search criteria from all tabs to constrain your search further than if you were only to use the constraints
from one tab. This can be accomplished by checking the "Combine constraints from all tabs" box at the
lower left of the search interface. Each of the four tabs are described below.

Subject Tab

The first tab that is displayed is the Subject tab. This tab allows you to search for specific text in the
documentation of the data packages.

You begin by choosing which data package documentation field or fields will be searched. Next, you
choose whether the selected documentation field(s) either contains, starts with, ends with, or equals
what you type in the blank field to the right of the window.
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By clicking the "More" button located at the lower middle of the window, you can create additional
search panels for other terms in the documentation fields. Clicking "Fewer" will take away the extra
fields.

You then choose "And" or "Or". Choosing "And" makes the search return data packages that contain
matches for EVERY ONE of the terms you specified in the fields. Choosing "Or" makes the search
return data packages that contain matches for ONE OR MORE of the terms you specified in the fields.

As an example, examine the screen below. Here, the "More" button has been used to create two
‘Subject’ search criteria. The top search criteria will look for items where the "Title" "starts-with" the
phrase "NCEAS", while the lower region indicates the "Abstract" should "contain” the word "fish". These
two search criteria are to be logically "OR"ed as indicated by the button near the bottom of the screen.
Click "Cancel" to exit the search interface.

m Search
Cwery Title Urtitled-Search-1 |:| Catalog Search Local Search

ubject | Taxonomic | Spatial | Options

Check boxes determine wwhich metadata fields are searched.

Title
[lan [] skbstract  |starts-with v MCEAS
|:| Heywwords

_heck boxes determine which metadata fields are =earched.

[ ] Title
[ ] SLhatract  containg v fizh
|:| Keywwards

() and (3 Or [Mn:ure ” Fewver l

|:| Combine constraintz from all tabs [ Zearch ] [ Cancel ]

Taxonomic Tab

The next tab is the Taxonomic tab, which allows you to search for data packages associated with a
certain taxonomic rank and value.

file:///C|/work/morpho/docs/user/Searching_for_data_packages.htm (3 of 7)4/18/2004 7:59:26 AM



The Knowledge Network for Biocomplexity
!
Lo Search

cuery Tile | Meotoma search

Subject | TaXONOMIC | Spatial | Options

Species W | contains W Meotoma

(3 and (%) Or

|:| Combine constraints fram all tabs [ Search ] [ Cancel ]

You choose whether your selected taxon rank either contains, starts with, ends with, or equals what you
type in the blank field to the right of the window. For example, you may search for the taxon rank
"Species", and specify that the species name contains "Neotoma".

By clicking the "More" button located at the lower middle of the window, you can search for additional
taxa in the documentation fields. Clicking "Fewer" will take away the extra fields.

As with the Subject tab, you can choose "And" or "Or" criteria if searching for more than one taxa.
Choosing "And" makes the search return only data packages that match EVERY ONE of the taxa you
specified. Choosing "Or" makes the search return any data packages that match ONE OR MORE of the
taxa you specified. Click "Cancel" to exit the search interface.

Spatial Tab

The next tab is the Spatial tab, where you search for data packages based on a geographic area you
specify.
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You may search for data packages with a spatial coverage within a spatial area by drawing a bounding
box on the map with your mouse. You can create a "bounding box" like the one shown over the United
States by clicking somewhere on the map and then dragging with the mouse still pressed. Releasing the
mouse will then complete the action and create a white rectangle like that shown. The latitude and
longitude values indicated by the sides of the box are shown in the text boxes on the right. The box can
be resized by dragging one of the white squares on the corners, or repositioned by dragging the white
square in the center.

To draw a more precise bounding box, you can zoom into an area of the map to see more detail using
the "Zoom In" button. Return to the previous views using the "Zoom Out" button.

When the "Search" button is clicked, data packages will be queried to find those packages that contain
geographic latitude/longitude coordinates inside (and overlapping) the indicated bounding box. Click
"Cancel" to exit the search interface.

Additional Options Tab

The final tab, "Options", allows you to specify whether the search should be case sensitive (meaning
only data packages containing the exact case for which you typed in the search fields will be returned).
Also, on this tab you may specify if you would like to include taxon synonyms from the Integrated
Taxonomic Information System (ITIS) in the search.
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Search Results

After entering your search criteria, choosing any additional options, and clicking "Search", your results
are displayed as a set of data packages which met your search criteria. An example is shown below.
Open the data package you would like to view either by double-clicking on it, right-clicking and selecting
"Open", or selecting the desired data package, and then clicking the "Open" button in the main toolbar at
the top of the window.

L=
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Lls|@|e|a|=| W
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Canpirderia Sall Marzh Fish Datapsse 1990 Prazend nrs 1403 Argdrear ), . Carpirferis Sal M. 200290061002 e ]
Isriermarisbrale Survey Dol nrs 1423 Ardrgwes J. 20021003 1003 E
Canpirderia Sall Marsh Bird Survpys nrs 1443 Ercsks Ha... 200211 =
LA Sodirwick Veslher Dala s 1463 el Vilaen. . Sediraick Resery. . 2002.-10.0% 103 E
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package does data icons denote
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The icons in the first column of the search result screen tell you if the package contains:

Data and documentation Documentation only

Icons in the last two columns indicate whether the package is located on the local machine or on the
network (or both).

& | 5 | o :

@ | el K Three buttons are now active in the main Morpho toolbar, and allow you to refresh the
search, save the search for future use, or revise the search by changing the search parameters. These
options are also available from the main "Search" menu located at the top of each window.

Learn how to create a data package of your own on the next screen.
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Creating a New Data Package

This chapter will describe the important task of creating a new data package, which is necessary if you want to document
(create metadata for) your own data.

There are three equivalent ways you can begin to create your own, new data package. Begin by doing one of the following:

. Click the new data package icon &I in the main toolbar.
. Click on "Create a New Data Package..." on the Main Welcome Screen.
. Under "File", choose "New Data Package".

You will then be presented with the Data Package Wizard, a handy and powerful utility which enables you to collect the
general information and basic descriptions about your data. Morpho uses the resulting documentation to generate your data
package.

Data Package Wizard

The Data Package Wizard will help you create the minimum amount of documentation necessary for a Data Package. This
process consists of 14 simple steps, each involving a separate screen. The Package Wizard alerts you to fields that are
required by coloring their label red. However, the more documentation (i.e., metadata) you provide, the easier it will be for
scientists (including you!) and the KNB network to understand and utilize your data package. If you do not fill in a field whose
label is colored red, you will receive a reminder message and will not be allowed to continue. Remember, you can always
change the required or any other information at a later time using the Morpho Editor. See the later section, Editing a Data
Package, for details on this.

Throughout the Data Package Wizard, instructions for filling out fields on each screen will be shown. It is recommended that
you read the explanatory text of any Morpho screen.

Each of the Data Package Wizard screens are displayed and explained below. You go from one screen to the next, or back to
a previous screen, using the "Next" and "Back” buttons. Hit "Cancel" to cancel the creation of the new data package.

The first screen of the data package wizard lists the types of information you should gather (or have in mind) before beginning
to create a new data package. This screen is pictured below.
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L New Data Package Wizard E|@|E|
Welcome to the Data Package Wizard

If wou dao not have a basic understanding of data documentation (metadata) and related concepts, you should start by reading the Ecological
Metadata Language (EMLY Guide (zee hitp:iknk ecoinformatics orgizoftvwaraieml) | provides background information on dats
documentation and containg documentation creation examples.

This wizard creates a Data Packagethat consists of the structured documerntation that describes your data and the data itself. The wizard
uzes a subset of EML to describe vour data. If additional documentation is needed to adeguately document your data, use Morpho's EIML
Editar. Before beginning you should have yaur data (electronic ar hardcopy farmat) available. vou can provide the following types of
infarmation using this swizard:

# Title and abstract

# Keywords

# People and Organizations
# Data Usage Rights

# Project Information

# Coverage Details

# Methods

#* Access Control

Hote: Required infarmation includes the title ahd personell information for your dataset. The rest of the information collected here iz optiohal,
howwever it iz highly recammended that you fill in a2 much as posszikle.

You enter the title and an abstract for the data package on the next screen. The data set title is required. The abstract is
optional, but is one of the most useful portions of the data documentation for those who may view the documentation in the
future, and therefore it is highly recommended that an abstract be included. You may type the abstract directly into the field,
or paste it in after creating it elsewhere.
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L New Data Package Wizard
Title and Abstract

Enter the title of the data package. The title field provides a description of the data that iz long enough to differentiste t from ather
sirnilar data. e.q. Wernal Pool Amphibian Density Data, Isla YWista, CA US4 1990-1996

Title: |

Enter an abstract that describes the data package. Thiz abstract iz a paragraph or mare that describes the padicular data that are
being documented. You may want to describe the ohjectives, key aspects design or methods of the study.

[

Abstract: -

Step 20t 15 Cancel ] [ = Back ] I Mt =

Clicking "Next" brings you to the Keywords screen. One or many keywords can be entered by clicking "Add".

m Mew Data Package Wizand

Keywords

Enter the keywords. & data package may have multiple keywords associsted with it to enable easy searching and categorization. In
addition, one ar mare keywwords may be azsocisted with & "keyweord thesaurus", which alloves the associstion of a data package with
ah autharitative defintion. Thezauri may alza be used for internal categorization.

Hesweords Thesaurus ]

Step 30f15 Cancel ] [ = Back ] I Mext =
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Clicking "Add" brings you to the screen pictured below. Click "Add" to add a keyword. Click "Add" again to add another
keyword. You may delete a keyword you have entered by selecting it and clicking "Delete". You can also alter the order of the
keywords by using the "Move Up" and "Move Down" buttons while the keyword you wish to move is selected.

If the keywords are taken from a predefined list, such as a thesaurus, then click on the circle next to "These keywords are
chosen from a predefined list", and type the name of the source in the box that appears. Otherwise, click "OK" when you are
done adding keywords. You will then be shown the list of keywords you have created in the screen that is pictured above. To
add another, entirely separate list of keywords, click "Add" and repeat the steps described above to create another keyword
list. You can also use the "Edit", "Delete", "Move Up", and "Move Down" buttons to edit, delete or change the order of the
keyword lists. When you are finished adding keywords and keyword lists, click "Next" at the bottom of the screen.

X &
Define Keyword Set.

Keywarid |

Heyswords:

{E} These keywwards are not chozen from a predefined list:

{:} These kevywwards are chosen fromm a predefined list:

[8].4 Cancel
== —=—————=

You will then see the screen pictured below which lists the information that can be entered in the next few screens. Read the
screen, and click "Next".
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L New Data Package Wizard

People and Organizations

infarmation:

# Owner: The person of organization who iz credited with cresting the data.

Identify the people and organizations responsible for the data. Inthe next few screens you will need to provide the followwing

# Contact: The primary person or organization to contact with guestions regarding the use or interpretation of the data package.

# Aszzociated parties: These are people of organizations that are in 2ome way responsible for the data. They may have assisted
in collection of or mairtenance of the data ar they may have created documentation for the data.

Step 4 0f 15

Cancel H = Back H Mext =

Click "Add" on the next screen (pictured below) to add information about the data set owners.

m Hew Data Package Wizand

People or Organizations Associated With This Data Package

Enter informiation about the Owners: Thiz iz information about the persons or arganizations cerified as data owners (e.g. the principal
investigator(=) of the project). The list of data ovvners should include all people and arganizations swho should be cited for the data. Select
Addd to add an owner.
One or more Chvhers must be defined:
Party Fale Addrezs ol
-
-
Step s ofl1s Cancel ] [ = Back ] [ Mext =
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The "Owner Details" screen, pictured below, is where you can enter name, address, contact, and other information about the
owner of the data set. Alternatively, you can choose an entry that you have already made previously by choosing it from the
drop-down list at the top of the screen. This drop-down list includes an option to choose a previous entry made in a different
data package, where you will be presented with a list of data packages and thier owners, and you can select one from the list.
One of the three fields shown in red must have information entered into it to proceed. Click "OK" when done.

b4 %]
Owner Details

You can pick fram one of the earlier ertries that you have made. _ b

Salutation:
First Marme:

Opeof  Last Mame:

the o ——

thiee rganization:

e Position Mame:
Address 1:
Address 2
City: State:
Postal Code: Courtry:
Phiorne: Fa:
Etnil: Cnline LRL:

ik Cancel

You will then be presented with a screen which will display the information you have entered. You may add additional owners,
delete owners that are listed, edit entries, or change the order of the owners using the buttons on the right of the screen. Click
"Next" when you are finished entering the owner or owners' information.

Next, a screen similar to the one used for entering information about the data set owner will appear, except that this screen is
used to enter information about the contact for the data set. This person or organization may be the same as the owner, in
which case you can choose the appropriate owner from the drop-down list at the top of the screen. Otherwise, enter the
information for the contact into the fields, and click "OK". Just as before, you will then be shown the contact person you
entered, and have the ability to add additional contacts, delete contacts listed, edit entries, or change the order in which the
contacts appear in the list. Click"Next" when you are finished entering the contact(s) for the data set.

The next screen, pictured below, allows you to enter information for associated parties (people, organizations, etc.)
associated with the data set. Clicking "Add" will bring you to a screen where the information about the associated party can
be entered. It is similar to that used to enter information about the data set owner and contact. Similarly, after clicking "OK",
you may add additional associated parties, edit entries, delete entries, and change the order of entries in the list. Click "Next"
at the bottom of the screen when you are finished adding associated party information.
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L New Data Package Wizard

People or Organizations Associated With This Data Package

iated Parties

Enter associated parties information. These are perzons or organizations functionally associated with the dataset. Enter the nature of
the relationzhip in the role field. Far example, the person wwho maintains the database iz an associated party with the role of ‘custodian’.

Party Fiole Address ]

Step T of 15 Cancel ] [ = Back ] [ Mt =

You will then be presented with the following screen. Click the box if the project associated with the data set is part of a larger
project. Leave the box unchecked otherwise. If it is associated with a larger project and you click in the box, you will be

prompted to enter the name of the larger project, its funding source, and one or more personnel associated with the larger
project. Click "Next".
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L New Data Package Wizard

Research Project Information

I= your project part of a larger umbrella research project ¥ Data may be collected az part of a large research prograrm swith
many sub-projects or they may be azsocisted with a single, independent investigation. For example, a large NSF grant may provide
funds far several primary investigataors to collect data at various locations.

|:| Thiz praject is part of a larger umbrella research project.

Step B ofl1s Cancel ] [ = Back ] I Mt =

The next screen allows you to enter a description of the usage rights of the data package. You may type directly in the field,
or paste in a paragraph of text created elsewhere. Click "Next" when finished with this screen.
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L New Data Package Wizard

Usage Rights

Enter a paragraph that describes the intended usage rights of the data package. Specifically, include any restrictions
[=cientific, technical, ethical) to sharing your data within the public scientific domain.
~
Uzage Rights:
w
Step9ofi1s Cancel ] [ = Back ] I Mt =

In the next step of the Data Package Wizard (pictured below), you have the ability to enter information about the geographic
coverage of the data. Click "Add" to add a geographic coverage documentation.
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m Mew Data Package Wizard

Geographic Coverage

De=scribe the geographic region covered by your data. Use the following screen to provide a complete description or azsign one
of the existing descriptions.
Description Geographic Coverage i
~
w
Step100f 15 [ Cancel ] [ = Back ] I Mext =

You will then be presented with the screen pictured below. You may type a textual description of the spatial coverage of the
data in the first field (or paste a description in from elsewhere). In addition, you can specify the geographic coordinates of the
coverage. There are three options for choosing the geographic coordinates. For any of these options, click "Zoom In" or
"Zoom Out" to change the view of the map. Do one of the following:

. Create a bounding box by selecting "Box Tool" and dragging the mouse on the map. You can then adjust the edges of
the box by selecting and dragging the white squares located on the edges of the bounding box.

. Select a point on the map be selecting "Point Tool" and clicking on the map.

. Select a predefined region or point by selecting one of the choices in the list of Named Regions at the bottom of the
screen. To add a named region so that in the future it will appear in this list, select the region or point on the mao, and
click "Add". To remove a named region from the list, select the region and click "Delete". You can also "Sort" the items in
the list.

After doing any of these options, the coordinates for the bounding box or for the point will be displayed on the right of the

screen. Click "OK" when finished adding the documentation or selecting the coordinates for the geographic coverage. You will
then be returned to the screen pictured above, and your documentation will be listed.

You may add additional geographic coverage documentation by clicking "Add" again on the screen pictured above. As before,
you can edit, delete, or change the order of the geographic descriptions you have entered.
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Enter a description of the geographic coverage. Erter a general description of the geographic area in which the data were
collected. This can be a simple place name (e.g., Santa Barbara) or a fuller descrigtion.

Description:

Set the geographic coordinates which bound the coverage: Latitude and longitude values are used to create a 'bounding
box' containing the region of interest. Drag or click on the map and then edit the text boxes it necessary. [Default entries are in
fractional degreesz. To enter in degrees/minutesizecaonds, simply type a space betvween the degrees, minutes, and seconds values]

450 M
Q00w Q00 E

Bounding Box: 4502

[ Zoom In ][ Zoom Out ]

G}Elnx Toaol {:}F’uint Tool

[Eelize] Jaguar Creek i
[Marmibiz] Gobabeb Training and Research Certre

Angela Coast Range Reserve UCNRS Click to remove selected region from list.

Ao Muevo [zland Rezerve LCKNRES

Artic LTER (ARC) Sott Click to zort the lizt of locations.
Eattimore Ecosystem Study LTER (BES)

Prclars bdarvine Racaruws | EhIRS

4 b

Add Click to add current zelection to list.

Matmed Regions:

| ik, || Cancel

You will next be prompted to describe the temporal coverage of the data set. Click "Add" to add a temporal coverage
description.
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m Mew Data Package Wizard

Temporal Coverage

Enter information about temporal coverage. Temporal coverage can be specified az a single paint in time, multiple points in time, or
a range thereof.
Time Coverages i
~
w
Step 11 of 15 Cancel ] [ = Back ] I Mext =

You will then see the screen below. There are two options for selecting a temporal coverage for your data. Do one of the
following:

. Select "Single Point in Time" for a temporal coverage of a single year, month, or day.
. Select "Range of Date/Time" to specify a starting and ending of the temporal coverage of the data.

After choosing either of these options, select whether you want to specify the year only, the month and the year, or the day,
month and year. Next, choose the appropriate temporal coverage in the calendar displayed. You may use the arrows to
select the month and year, or you can type the month or year into the appropriate fields. To select a day, click on that day in
the calendar pictured. When selecting a date/time range, make sure to select the start date/time on the left calendar, and the
ending date/time on the right calendar. If the data is still being collected or added to, and therefore there is no end date/ time
for the data set, then leave the right hand calendar blank.

Click "OK" at the bottom of the screen when finished. You will be shown your temporal coverage entry on the screen pictured
above. You may add another temporal coverage for the data set, or edit, delete, and change the order of existing entries in
the list. Click"Next" when finished adding temporal coverage information.
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]
L
Define Temporal Coverage:

Choose date type:
%) Single Poirt in Time
{:} Range of DateTime

rEnter date:

{:} Erter Year Only
{:} Enter Marth and “ear

{f} Enter Day, Month and Year

| April 12,1979 |
Apri vl =] 1979 |~
Sun flan Tue Wigd || Thu Fri Sat
1 2 3 4 5 B 7
3 a || 10 [ 19 || 12 || 13 || 14
15 || 16 || 17 || 18 || 19 || 20 || 2
2 || 23 || 24 || 25 || = || 27 || ==

29 30

Ol Cancel

You will then see the screen pictured below which is where taxonomic coverage documentation can be entered.
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L New Data Package Wizard

Taxonomic Coverage

Enter information about the Taxonomic Coverage. By default, vou may enter infarmation on Genus and Species | If you swould
like to enter information at ancther classification rank or wwauld like to change the default classification rank, click the edit button.
Mote that the field 'Higher Level Taxa' is dynamically generated from your ertries and iz not manually editable.

Import Taxon Information from Cata table...

Higher Level Taxa Fank Marme Fank Marme Camman Marme(s) Add
GenUs i ~

Eclit

£

Delete

Classification System If the list of taxa belong to one or more different classification systems, list the citations for thoze systems.

Citation Title Creatar Citation Type Add
L
w
Step 12 0f 15 Cancel ] [ = Back ] I Mt =

There are two ways to add taxonomic information to the documentation. One is to type in the fields shown in the screen
above to add taxonomic coverage for one or two taxon ranks (such as genus and species). To add additional levels of
taxonomic information, click on the "Edit" button. You will then see the screen pictured below, where you can specify the
name and common names for various taxonomic ranks. When finished, click the "Add" button. You may also delete an entry,
or change the order of entries using the buttons located at the right of the screen.
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Enter the Taxonomic Hierarchy (in descending order):

Rank Matme Camman Mamels) Ackd
Hirngdom -

Clazs

Fatnily

Genus

Species

ik Cancel

The second way to add taxonomic information is to click on "Import Taxon Information from Data Table". This data table must
be one that you have already added to the data package in Morpho (see Adding Data to a Data Package for information on

how this is done). If you have not yet added a data table to the data package, ignore this option for now - you can always add
data and documentation for the taxonomic coverage later (click here to read how). If you click on the import taxon information

link after adding data to the data package, you will see the screen pictured below.
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Select the calumns to import

[] ]
ExampleData txd || ExampleData txt
site site:

[ Code ] [ Definition ]
M1 M1
M2 M2
] ]

What data should be importted from these columns?
(%) Impart all values
O Import anly the values used inthe dataset

Irnpcrt Cancel
—

These column are from a data table in a fictitious sample data package that comes with Morpho. This feature can be used to
select taxonomic names from a data table which contains a column of taxonomic information, which will speed the input if
taxonomic information into the documentation. Begin by choosing which columns of taxonomic information you wish to import
by checking the box of that column. Notice that a pop up box will prompt you to choose the taxon rank that the values in the
column correspond to. Next, decide whether all of the values in the selected column(s) will be imported, or if only certain
values which actually appear in the data are to be imported. Finally, click "Import".

You will then be returned to the previous screen, where the taxonomic information will be displayed. You can then add
additional taxonomic information, or edit or delete selected information. You may also specify what taxonomic classification
system is used for the taxonomic information by clicking the box at the bottom left of the screen and typing in the name of that
system. Click "OK" when finished, and then "Next".

You will then be prompted to describe the methods, study extent, and sampling description, on the screen shown below.
Each of these can be typed directly into the fields or pasted in from elsewhere.

Methods can be described in a single or multiple steps. To add a description of the method as a whole, or the first step in the
method, click "Add". You will then be prompted to enter a method title (optional) and a method description. Click "OK" when
finished entering the method title and /or description. The method will be displayed in the list on the screen pictured below.
Click "Add" again to add another method or method step. You can also edit, delete, and change the order of methods or
method steps you have entered using the buttons on the right of the screen.

Enter information into study extent to supplement the information you already provided on the temporal or spatial extent of the
study. For example, missing years for temporal coverage should be noted here, or a description of temporal coverage for
data sets beyond the calendar range provided previously (such as "the pleistocene").

Finally, in the sampling description field you can provide detail on the sampling design of the study. Click "Next" after
describing methods, study extent, and sampling description as you would like.
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m New Data Package Wizard

Methods and Sampling

Enter method step description. Method steps describe a single step in the implementstion of & methodology far an experiment .

Method Step Title Methiod Step Description Instrumentation Aol

W

Study extent description. Dezcribe the temporal, spatial and taxonomic extent of the study. Thiz information supplements the
coverade infarmation you may have provided ina previous step.

Study Extert 2
b
Sampling description. Dezcribe the zampling design of the study. For example, you might describe the way in which trestments were
assigned to sampling units.
Sampling ”»
»
Step13a0f1a Cancel ] ’ = Back ] [ Mext =

The next screen allows you to control the access to your data and the data set. First, indicate whether or not you would like
the public to be able to read your data package documentation once it is placed on a network (which is described in the
section Uploading and Downloading Data Packages).

You may then specify specific people and detail the permission you wish to grant them for the data package. Click"Add" if you
wish to specify access rights for these people.
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L New Data Package Wizard

Access Information

Would you like to allow the public to read your dataset?

'@' Yes, give read-only access to public.

{:} Ma, don't give read-only accesz to public.

Would you like to give special access rights to other people ¥ %“ou can specify access far other members of your team or
ahy other person. Use the table below to sdd, edit ahd delete saccess rights to your data package.

Mame Crganization Email/Description Permizzionz Add
-
w
Step 14 of 15 Cancel ] ’ = Back ] [ Mt =

Defining the people and their access rights is accomplished on the screen pictured below. Begin by browsing through the list
of groups and users on the left of the screen. You can expand the list by clicking on the plus sign next to the group, or shrink
the list back to its original form by clicking refresh at the bottom of the screen.

After selecting a specific user, you will be prompted to type in their name, organization,and email address. Next, define their
access permissions on the right of the screen. Choose Allow or Deny, and then Read, Read and Write, Read and Write and
Change Permissions, or All from the drop down menus. If you are unsure about what each of these means, read the
description of each at the bottom of the screen. Click "OK" when you are finished defining access for one user.

You may define access for additional users by clicking"Add" again on the screen pictured above. As before, you can also edit,
delete, or change the ordering of entries you have made by using the buttons on the right of the screen pictured above. Click
"Next" when finished.
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b4 3

Define Access.

Select a user or group from the list below:

§Name Etnail F Dezcription ! Distinguished Matme
J Access Tree

B osc

B OBFS

B pCEAS
|y

B | TER

B ratiliated

BEEEEE

Refresh the user list. .,

L Al V] zelected uzer(z) Fead V_l access

Description of access levels:

# Fead: Able to viewe data package.
# Fead 2 Wiite: Able to viewe and modify data package.

# Fead Write & Change Permizsions: Ahle to view and modify datapackage, and modify access permissions.
# Al Able to do everything.

[8]24 Cancel

The final screen of the Data Package Wizard is pictured below. Congratulations - you have created a rudimentary data
package documentation! Click "Finish” to view the documentation. Alternatively, you may add an actual data object, such as a
table or an image, at this step in the Data Package Wizard by choosing "or click here to finish this wizard and add a new data
table now...", or you can do this at a later time. Either way, read the section titled Adding Data to a Data Package for
instructions on how to do this.
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L New Data Package Wizard
Data Package Wizard

SUmmary

Thiz wizard haz now collected all the infarmation that iz required to create your nesy data package.

You can press the "Finish" button, or you can use the " Back" button to return to previous pages and change the information you hawve added.

Atfter vou press "Finizh", you will 2zee your nesy package description information dizplayed in the Morpho main zcreen. If you swant 1o add
data takles to your package, select the "Create Mewy Datatable” option in the "Data® menu

ar clhick here to finish this wizard and add a new data table now,

Step 1S of 15 Cancel ” = Back ]

The data package shown below is an example (for a fictitious data set with no data added to it) of what your data package
would look like after finishing the Data Package Wizard. Note that there are different panels in the documentation.
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] Data Package: jscientist.2.1

File Edit Search Documentation Data  Window  Help

EHa@eB s ¢ 12

Joe Scientist.  Population sampling data for zooplankton in the Great Lakes, 2000 {fictitious sample data :)

Accession Number: jscientist.2. 1 Kevwords: zooplankton, Yan Dorn sampling, population surey, fictitious sample .
less

Data Package Documentation

Data Set Description

jscientist.2.1
kb

Population sampling data for zooplankion in the Great Lakes, 2000 (Gectitious sample data )

Joe Scientist

Marine Science Institute,
Banta Barbara, CA 90024 T3 A
(310 206-1984

jscifEmei ucsh e du

Alternatively, on the final screen of the Data Package Wizard, before clicking "Finish", you may click on the link at the bottom
of the screen which says "or click here to finish this wizard and add a new data table now..." to add data to your data

package. You may also add data later on at any time (go to Adding Data to a Data Package for a description of how to do
this).

After creating your data package, you can edit it or add additional information about your data, using the Morpho Editor. Go to
a later section for a description of how to do this.

You can also access, edit, and add to major portions of the documentation at any time by looking under the Documentation
menu, pictured below. You may edit or add any type of documentation by selecting "Add Documentation..." which will take

you to the Morpho Editor (read about using Morpho Editor here), or add or edit specific types of documentation by choosing
one of the other five choices.
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L4 Data Package: jscientist.2.1
File Edit Search Belseif=y=aa® Data  window  Help

- 3 Add/Edit Daocurmentation. .
Bam e d I
Yiew Documentation, .,

- BX

Accession Numb  zage Rights. ..

more Geographic Coverage...

Joe Scientist. Pg Research Project. . yplankton in the Great Lakes, 2000 (fictitious sample data )
plankton, Wan Dorn sampling, population suniey, fictitious sampl...

. #t
Taxonomic Coverage, .. 7

Text T Methods. .. tegers Floating Point Text
neters cm3
lake = Access Permissions. .. epth sampuol spech
Lake Erie TOJUR2000 1 10 Diaphin 4 tity Description
Lake Erie M1 10JURZ2000 5 10 Diaphn
Lake Erie M2 10JUR2000 1 10 Craphin tifier
Lake Erie h2 10JUNZO00 |5 10 Daphn jecientist 2.1
Lake Erie M3 10U 2000 1 10 Diaphin
Lake Erie M3 1 0JUR 2000 5 10 Diaphin :
Lake Erie M1 10JUR2000 1 10 Daphn_ |
Lake Erie M1 10JURZ2000 5 10 Daphin :
Lake Erie M2 10JUR2000 1 10 Craphin
Lake Erie M2 10JUR2000 5 10 Draphin ject.
Lake Erie M3 10J0Mzo00 |4 10 Daphn | e
Lake Erie M3 10JUM2000 = 10 Daphn | 1152 bytes
Lake Erie M1 10JUL 2000 1 10 Daphn ™ | e
< | > ]
ExarmpleData tx

The next section describes how to add data to your data packag

Help Index
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Adding Data to a Data Package

New Data Table Wizard

There are two alternate ways to add a data table to a data package in Morpho. One way is to click on "or click here to
finish this wizard and add a new data table now..." at the end of the Data package Wizard, shown below.

m Hew Data Package Wizand
Data Package Wizard

SUmTEry

Thiz wizard has now collected all the information that is required to create your newy data package.

You can press the "Finizh" button, or wou can use the " Back" button to return to previous pages and change the information you have added.

After you press "Finish", you will see your newy package description infarmation displayed in the Marpho main screen. If you warit to add
data tables to your package, select the "Create Mew Datatable” aption in the "Data" menu

ot click here to finish this wizard and add a new data table now,

Step 15 0f15 [ Cancel ] [ = Back

Alternatively, after creating a data package, you can select Create/Import New Data Table under the Data menu at the
top of the window, shown below.
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4 Data Package: jscientist.2.1

File Edit Search Documentation BEEEN Window Help

E:i::— = ﬂ '% Q ! E,I'Irnp.:.rt

Delete Current Datatable

Joe Scientist  Population sampl  Sort by Selected Column
Accession Number: jscientist.2.
less

Insert Row After Selection

Insert Row Before Selection

Delete Selected Row

Insert Column After Selection

Insert Column Before Selection

Delete Selected Column

Data Set Description
Edit Calumn Metadata

Chrl+1

FEX
oW

ies, 2000 (fictitious sample data :)
ing, population suney, fictitious sample...

[dentifier: jecientist 2.1

atalog Bystem by
itle: Population sampling data for zooplankion in the Great Lakes, 2000 (fctitious sample daia )

Joe Scientist

Maritie Science Institute,

Satita Batbara, Cb S0024 TTAA
10y 206-1984

Either way you will see the New Data Table Wizard, which is described below. Throughout the New Data Package
Wizard, items in red are required. The first screen of the New Data Table Wizard is shown below.
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m Hew Datatable YWizard

Mew DataTabhle Wizard

Data Location

Dezcribe and optionally include a data table in your data package. %ou may create a table from scratch and
populate it using Morpho's spreadshest-style data editor, ar you can impott certain types of existing data files
and uze the wwizard to automstically extract much of the metadata from the data file tself. If you choose this
option, you will be prompted to reviewy the metadata that iz extracted and provide any reguired fields that can
not be generated automatically for each calumn,

You can alzo chooze to manually enter all of the reguired fields (rather than uzing the metadata extractor],
wehich is useful for proprietary file types like Excel, ar other file types we don't yet support for extraction.

Where is your data?
{*:*} CREATE - create a newy, empty data table and itz metadata description.
{:} IMPORT - import & data file into the package, and creste its metadsta description

{:} DESCRIBE - include only & metadata description of a web-accessible, archived or inacceszible data file

Begin by choosing one of the three options to tell the wizard what you would like to do. Each of these is described
below.

. CREATE

An empty data table is created where you can type the data directly into Morpho. You also manually create
documentation for the data table.

. IMPORT

An existing data file is imported into Morpho, and you create the documentation for the data using the wizard, either
automatically or manually.

. DESCRIBE

The data are NOT included in the data package, but you create the documentation for the data using the wizard, either
automatically or manually.

Depending on which of these first three options you choose, you will see different subsequent screens and provide
different information throughout the New Data Table Wizard. Each of these three alternate paths is described below.

Create
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File Format
If "CREATE" is selected in the screen pictured above, you will create a new data table that is empty, where you can
type the data in later, and you will also create documentation (metadata) for the table. Clicking "Next" will bring you to

the screen pictured below, where you indicate the format of your data.

m New Datatable Wizand g@|§|

Data File Information:

File Format

Enter zome information about your data file. Required fields are highlighted

What i= the format of wour data”
{:} Simple delimited text format (uses one of a seties of delimiters to indicate the ends of fields)

{:} Complex text format (delimited fields, fixed width fields, and mixtures of the tvwal
{:} Mon-text or proprietary formatted object that is externally defined (e.q. MWicrozoft Excely

Cancel ” = Back ” Mext =

If the data is in a simple delimited text format, then choose the first option. You will then see the additional prompts
shown below. Indicate if the data attributes are arranged in rows or columns. Then choose one or more delimiters
used in the formatting to indicate where the end of fields occur.
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m Mew Datatable Wizard

Data File Information:

File Format

Enter satme infarmation about your data file. Required fields are highlighted

Whiat iz the format of wour data?

{E} Simple delimited text format (uses one of a series of delimiters to indicate the ends of fields)
{:} Complex text format (delimited fields, fixed width fields, and mixtures of the twao)

{:} Mon-text or proprietary formatted object that iz externally defined (e.q. "Microzoft Excel

reimple delimited text format (uses one of a series of delimiters to indicate the endz of fields)

Data Attributes are arranged in:
{(*) Calumnz

() Rowes

Cefine one ar mare delimiters uzed to indicate the ends of fields:

[]=pace
[ ] =emicalon

[ ] ather

L -

Delimiteri=)

Cancel H = Back ” et =

If instead the data are in a complex text format, choose the second option. You will then see the additional prompts
shown below. Indicate if the data attributes are arranged in rows or columns. You then can define whether the data
contain fixed width fields, and if so what the width is, or of the data are delimited, and if so what the delimiter character
is. You may add additional data structure documentation to this list, delete existing ones, or change the order of them,
by using the buttons to the right of the screen.
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m Hew Datatable YWizard

Data File Information:

File Format

Enter zome information about your data file. Required fields are highlighted

What iz the format of vour data”
D Simple delimited text format (uses one of a series of delimiters to indicate the ends of fields)

@' Complex text format (delimited fields, fixed width fields, and mixtures of the twa)
{:} Mon-text ar proprietary formatted okbject that iz externally defined (e.q. 'Microzoft Excel

rComplex text format {delimited fields, fixed width fields, and mixtures of the two)

Data Attributes are arranged in;

(%) Calumns

() Rows
Define the delimited fields andior fixed width fields that describe how the data iz structured:
Fixed-idth or Delimited? Width or Delimiter Character; Al
Fizxed-width b d ~

Delete

Delimited

Cancel ” = Back ” Mext =

If the data are not in simple delimited text format or in complex text format, but are instead a Microsoft Excel file, then
choose the third option under "What is the format of your data?". Additional prompts will then appear, shown in the
screen pictured below. Choose one of the format types from the list. If the format of your data are not shown, then click

"Other" and describe the format on the space provided.
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m Hew Datatable Wizard

Data File Information:

File Fartmat

Enter zome information about your data file, Reguired fields are highlighted

What iz the format of wour data?

'f:," Simple delimited text format (uses one of a series of delimiters to indicate the ends of fields)
{:-" Cormplex text format (delimited fields, fixed width fields, and mixtures of the twwa)

@ Mon-text ar proprietary formatted ohject that iz externally defined (e.q. ‘Microzoft Excel

ridon-text or proprietary formatied object that is externally defined (e_g. "Microsoft Excel")

Formmat:

() WL text

{3 HTML tet
() WHTML test
{:} rEthemsatics

3 other

If wour farmat does not appear inthe above lizt, zelect "other" and enter a description in the field above.
Thiz would preferakbly be in the form of & standard MIME type (e.q applicationfnsseaord 1, bt if oo do not khosy the
MIME tvpe, enter & text description

Cancel ” = Back H Mext =

Click "Next" when finished describing the file format. You will then see a screen which asks you to describe the data
table, also known as an "entity", pictured below.
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m Hew Datatable Wizard

Data Information:

Tahle (Entity)

Enter zome information about the data table contained in your file, If you have more than one data table, additional
takles may be added after wou creste vour data package. Reguired fields are highlighted.

Tahle name: |

Enter & paragraph that describes the table or entity, itz tvpe, and relevant information about the data that it contains,
[Exarmple: Species abuhdance data for 1996 at the YCOR LTER =ite]

Description

One oF more attributes (oolumns) must be defined:

| &ttribute Marne ;ﬂ-.ttrihute.Defin'rtin:ln Measuremerft'Scale ] Al
.ﬁ, |
Aftributes
v 1
Cancel l ’ = Back ] ’ Mext = ]

Begin by typing the name of the table, which is required. Add a description of the entity (table) if desired. This will be
helpful in informing future viewers of the data package abut the contents of the table, and will also serve to document
the overall meaning of the table as well, and therefore adding a description is recommended. Next, you define the
attributes of the data table in a number of ways. Only one attribute is required to be defined, but it is highly
recommended that ALL attributes be defined. Click "Add" to define one of the attributes. You will then see the screen

pictured below.
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-

%
Define Attribute or Column:

[arme; | Marme of the attribute sz it appears in the data file

Lakel; A more readable [abel for the attribute

Define the contents of the sttribute (or column] precisely, =0
Definition: that & data user could interpret the attribute accurately.

e "zpden" iz the number of individualz of all macro

invertebrate species found in the plot

{:} Unardeted: unordeted categoties o text (statistically nominal) & .o Male, Female
C} Ordered; ordered categories (statistically ordinal) e.g; Lowe, High
Cateqary:
{:} Relative: values from a scale with eguidistant points (statistically interwal) e 12.2 meters
C} Abzolute: measurement =cale with a meaningful zero poirt (statistically ratio] e.qg; 273 Kelvin

C} Ciate-Tirme: date or tirme values from the Gregorian calendar .o 2002-10-24

M Cancel |

Begin by naming the attribute (which is often simply a column in the data table, but not always), and providing a label
for the attribute (which should be shorter than the name). In the "Definition" field, provide a precise and descriptive
definition of the attribute. This is probably the most important part of defining the attribute because it is where you
provide information so that future viewers or users of the data can understand what the attribute means or represents.
Next, choose the type of measurement scale for the data in the attribute in the "Category" section. Click "Help" for
further explanation of each of these categories. Each measurement scale is also described below.

. Unordered (Nominal)

The unordered, or nominal, scale places values into named categories. The different values within a set are
unordered. Text fields should be classified as nhominal. Examples of unordered, or nominal, scales include gender
(Male/Female) and marital status (single/married/divorced).

. Ordered (Ordinal)

The ordered, or ordinal, scale places values in a set order. All ordinal values are also nominal. Ordinal data show a
particular value's position relative to other values, such as "low, medium, high, etc." The ordinal scale doesn't indicate
the distance between each item. Examples of ordered, or ordinal, scales include level of agreement (Strongly agree,
Agree, Disagree, Strongly disagree), or age class (Adult, Sub-adult, Juvenile).

. Relative (Interval)

The relative, or interval, scale uses equal-sized units of measurement on a scale between values. It therefore allows
the comparison of the differences between two values on the scale. With interval data, the allowable values start from
an arbitrary point (not a meaningful zero), and so there is no concept of 'zero' of the measured quantity. Consequently,
ratios of interval values are not meaningful. For example, one can not infer that someone with a value of 80 on an
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ecology test knows twice as much ecology as someone who scores 40 on the test, or that an object at 40 degrees C
has twice the kinetic energy as an object at 20 degrees C. All interval values are also ordered and therefore are ordinal
scale values as well. Example of relative, or interval, scales include the celsius temperature scale and the fahrenheit
temperature scale.

. Absolute (Ratio)

The ratio scale is an interval scale with a meaningful zero point. The ratio scale begins at a true zero point that
represents an absolute lack of the quality being measured. Thus, ratios of values are meaningful. For example, an
object that is at elevation of 100 meters above sea level is twice as high as an object that is at an elevation of 50
meters above sea level (where sea level is the zero point). Also, an object at 300 degrees Kelvin has three times the
kinetic energy of an object at 100 degrees Kelvin (where absolute zero (no motion) defines the zero point of the Kelvin
scale). Interval values can often be converted to ratio values in order to make ratio comparisons legitimate. For
example, an object at 40 degrees C is 313.15 degrees Kelvin, an object at 20 degrees C is 293.15 degrees Kelvin, and
so the first object has approximately 1.07 times more kinetic energy (note the wrong answer you would have gotten
had you taken the ratio of the values in Celsius). Examples of absolute, or ratio, scales include elevation, height, and
the Kelvin temperature scale.

. Date-Time

Date and time values in the Gregorian calendar are very strange to use in calculations in that they have properties of
both interval and ratio scales. They also have some properties that do not conform to the interval scale because of the
adjustments that are made to time to account for the variations in the period of the Earth around the sun (e.g. leap
years). While the Gregorian calendar has a meaningful zero point, it would be difficult to say that a value taken on
midnight January 1, 1000 is twice as old as a value taken on midnight January 1 2000 because the scale has many
irregularities in length in practice. However, over short intervals the scale has equidistant points based on the SI
second, and so can be considered interval for some purposes, especially with respect to measuring the timing of short-
term ecological events. Date and time values can be represented using several distinct notations, and so we have
distinct documentation needs in terms of specifying the format of the value representation. Because of these pragmatic
issues, Date-Time has been separated into its own measurement scale. Examples of date-time values are '2003-05-
05', '1999/10/10', and '2001-10-10T14:23:20.3".

It is important to keep in mind that a given type of data may fall under more than one of these categories because the
categories are nested (i.e. ordinal data are also nominal, interval data are also ordinal and nominal, and ratio data are
also interval, ordinal, and nominal). This may make choosing one category confusing, so remember to pick the
category as low in the list as you can that still accurately describes the attribute's data.

Choosing one of these five choices will bring about additional prompts, allowing you to describe the categories
themselves, units, number types, and other details. You will encounter different screens depending on which category
is chosen, and each of these screens is described and shown below.

Unordered (nominal)

If "Unordered" is chosen, you will be first prompted to choose if the unordered categories are enumerated values
belonging to a predefined list, or if they are text values (that are either free-form or that match a pattern). If you choose
"Enumerated values", you will be promoted to choose if the location of the enumerated values. If you choose "Codes
are defined here", you will see the screen pictured below. Click "Add" to add a code and its definition. For example, in
your data table there may be values such as "M" and "F", which stand for male and female, respectively. Therefore M
and F would go under "Code", and Male and Female would go under "Definition" in the table at the bottom of the
screen.
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™

% %]
Define Attribute or Column:

[arme; Matme of the attribute a2 it appears in the data file

Lakel; A more readable [abel for the attribute

Define the contents of the sttribute (or column] precisely, =0
that a data user could interpret the attribute accurately.

Definition:
e "zpden" iz the number of individualz of all macro
invertebrate species found in the plot
{E} Unardered: unordered categories or text (statistically mominal) & .o Male, Female
{:} Orddered: ordered categories (statistically ordinal) &.g: Lo, High
Category:
{:} Relative: values from a scale with eguidistant points (statistically interwval) e 122 meters
[Heln|
{:} Absolute: measurement scale with & meaningful zero point (statistically ratio) &g 273 Kelvin
{:} Cate-Time: date or time values from the Gregorian calendar e g 2002-10-24
rUnordered
Choose: Enurmerated values (helong to predefi... % | Describe any codes that are used as values of the sttribute.
Location: Codes are defined here W
Code Drefinition Add
.
Definitions:
W
|:| Aftribute containg free-text in addition to thoze values listed above

M Cancel |

Alternatively, you can choose to have the enumerated values (codes and their definitions) imported from elsewhere, in
which case you will see the screen pictured below. At the right of the screen there is a button labeled "locate" which
allows you to tell the New Data Table Wizard where the enumerated codes list is located.
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] |
% X
Define Attribute or Column:
[arme; Marme of the sttribute a2 it appears in the data file
Lakel: & more readable lakel for the sttribute
Define the contents of the attribute (or calumn) precisely, so that
Definitian: a clata user could interpret the attribute accurately.
ed "zpden” iz the number of individualz of all macro
invertehrate species found in the plot
E} nordered: unordered categories or text (statistically nominal) &.g: Male, Female
{:} Drderecd: ordered categories (statistically ordinal) &0 Lowe, High
Category:
{:} Relative: values fram a scale with equidistant points (statistically interval) e 122 meters
[Help |
{:} Absolute: measurement scale with a meaningful zero point (statistically ratio) e .o 273 Kelvin
{:} Date-Time: date or tifme values from the Gregotian calendar e.g; 2002-10-24
rUnordered
Choosze: Enurnerated walues (helong to predefine... % | Describe any codes that are used as values of the attribute.
Location: Zodes are imported from another table | Tahle Mame: | --select table--
Code Drefinition
-
Defintions:
w
|:| Attribute containg free-text in addition to thoze values listed ahove
| Ok Cancel
—_—

Clicking the "locate" button brings you to the screen pictured below. To import the codes later, choose the first option,

"Import the definitions table into Morpho later”, and click "OK" at the bottom of the window.

Alternatively, if the codes and their definitions are already contained in the data table you imported in the New Data
Table Wizard, then choose the second option, "The definitions table has already been included in this package". An

example of what you will see when this second option is chosen is pictured below for a sample data table. Choose the
two columns which contain the codes and their definitions by clicking the check boxes at the top of those columns, and
then click "OK" at the bottom of the window. You will be returned to the screen pictured above and the selected codes

and definitions will be displayed in the "Definitions" table.

Note the check-box at the bottom of the screen. Check this box if your columns of data contain free-text, such as notes
for example, in addition to the defined codes you provide in the "Definitions" table. Click "OK" when finished defining

the attribute or column.
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Select ane of the fallowing

{:} Impart the defintions table into Morpho later

@ The defintions table kas already been included in this package.‘f

Zelect the tvwo columns that define the codes and defintions. The zelected columns should be in the same data table.

[] [] [] [] [] [] []
ExampleData txt|| ExampleData txd | ExampleData txt|| ExampleData x| ExampleData txt || ExampleData txd || ExampleData txd
lake site sampdate depth sampyval species court
Lake Erie M1 10JUM2000 1 10 Daphnia pulex,. (78 Y
Lake Erie iyl 1 OJURZ2000 = 10 Daphnia pulex |71
Lake Erie M2 1 0JURZ2000 1 10 Daphnia pulex (74
Lake Erie 2 1 DLk 2000 = 10 Daphnia pulex |81
Lake Erie i 1 OJURZ2000 1 10 Daphnia pulex 37
Lake Erie M3 10JUM2000 b 10 Daphnia pulex, (77
Lake Erie iyl 1 OJURZ2000 1 10 Daphnia magna |75
Lake Erie M1 1 0JUR2Z2000 = 10 Daphnia magha (70
Lake Erie 2 1 DLk 2000 1 10 Daphnia magna |75
Lake Erie M2 1 OJURZ2000 = 10 Daphnia magna |75
Lake Erie M3 10JUM2000 1 10 Daphnia magna (78
Lake Erie i 1 OJURZ2000 = 10 Daphnia magna (79
Lake Erie M1 1 0JUL 2000 1 10 Daphnia pulex (36

W
M | Cancel

Another possibility is that the data in the attribute or column are unordered, but they are text values. In this case,
choose "Unordered" from the "Category" list, and choose "Text values (free-form or matching a pattern)" from the drop-
down menu next to "Choose". Next, define the text values, and provide the name of their source, if applicable. You can
also define the pattern of the text values by clicking "Add" at the bottom of the screen, and typing the pattern into the
"Pattern(s)" table. You can then delete any patterns you would like using the "Delete" button. Click "OK" when finished.
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-
% 3
Define Attribute or Column:
Marme; Marme of the sttribute a2 it appears in the data file
Lakel: & more readable lakel for the attribute
Define the contents of the attribute (or calumn) precisely, so that
Definition: a clata user could interpret the attribute accurately.
ed "zpden” iz the number of individualz of all macro
invertehrate species found in the plot
'EE} nardered: unordered categories or text (statistically nominal) e.g; Male, Female
{:} Ordered: ordered categories (statistically ordinal) &g Lowe, High
Category:
{:} Relstive: values from a scale with equidistant points (statistically interval) e.o 122 meters
Help |
{:} Ab=olute: measurement scale with a meaningful zera point Cetatistically ratio) e.o 273 Kelvin
{:} Date-Time: date or time walues from the Gregorian calendar e.g 2002-10-24
rUnordered
Choose: Text values (free-form or matching a pat... | Describe a free text domain for the attribute.
Definition: e ULE telephone numbers in the format (992) 8887777
Source; e FIPS standard far postal abbreviations for U5 states
Pattern(=) (optional):
(= (ot ) a Add Patterns are interpreted as regular expressions constraining
Patterni=: allovwahle character sequences. e.q; -9 3 L0- a3 Loy 4l
bt Zllows oply numetrlc digits in the paltern of UL phobe pombers
| Ik | Cancel
—

Ordered (ordinal)

If "Ordered" is chosen as the category, then the same prompts and choices that were just described for the

"Unordered" category will be shown. Go through the same steps that were just described, or click here to jump to that

section.

Relative (interval)

If "Relative” is chosen as the category, then you will be presented with a different set of prompts for documentation
than described above. You will see the screen pictured below. Begin by choosing the type of measurement from the
first drop-down list. Next, choose the appropriate unit in the drop-down list to the right.
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v
> 3
Define Attribute or Column:
Marmne; Marme of the sttribute a2 it appears in the data file
Lakel: & more readable lakel for the sttribute
Define the contents of the attribute (or calumn) precisely, so that
Definition: a clata user could interpret the attribute accurately.
ed "zpden” iz the number of individualz of all macro
invertehrate species found in the plot
{:} nardered: unordered categories or text (statistically nominal) e.g; Male, Female
{:} Ordered: ordered categories (statistically ordinal) &g Lowe, High
Category:
@ Relstive: values from a scale with equidistant points (statistically interval) e.o 122 meters
Help |
{:} Ab=olute: measurement scale with a meaningful zera point Cetatistically ratio) e.o 273 Kelvin
{:} Date-Time: date or time walues from the Gregorian calendar e.g 2002-10-24
rRelative
Standard Unit: Ared ¥ | |Equarehdie b
Precision e.q. for an attribute with unit "meter”, & precizion of "0.1" would
’ be interpreted az precize to the nearest 141 0th of a meter
Murmber Type: MATURAL (hon-zero counting numbers; . %
it g, A
Bounids: -
W
| Ok | Cancel
—

You also have the option of defining a new unit by clicking the "Define new unit" button located at the right of the
screen. This option is described in the next paragraph.

To define a new unit, click on the button that says "Define new unit". You will then see the screen pictured below. You
can either type in the unit type in the first field, or use the drop down list to choose the unit type from a list. Next, click

"Add". You will see a drop-down list of unit types appear under "Unit". The idea here is to construct your new unit by
defining the units it is comprised of, and the power of each component unit in the new unit. As an example, consider
the new unit to be of the type "velocity". You would begin by choosing "velocity" under the Unit Type drop-down list.
You would then click "Add" and choose "Length" from the drop down list found under "Unit". The power of that unit

would be 1. You would click "Add" again and choose "Time" from the drop-down list under "Unit", and the power of that

unit would be -1. Putting those two units together according to the indicated powers gives you a new unit of length/

time.
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£ Mew Unit Definition

Enter the type, definition and name of the new unit. % ou can either zelect an existing Unit Type or create a nevy Unit Type by defining it
interms af the fundamental unit types.

Uit Type i Select tf:ue category that the .un'rt belongs to. You can
alzo define a nevy category if needed.

it Powver Al

Define the unit category as a product of the basic unit
types available, Specify the unit type and the power it
iz taized to,

Init Type Defintion e for a unit type like welocity!, which iz given by
meterPerSecond, the definition sweould be -
Unit = Length  Posver =1
Unit = Titme Poweer = -1

nit Marme Specify the name of the unit. e g meterPerSecond

Sl Uni Specity the Sl unit for this Unit Type. e meter

Define the muttiplier to convert the given unit to the =i

huttiplication Factar unit. .o 1

Description

M Cancel |

Next, you name the new unit. You also will specify the Sl unit that corresponds to the new unit you have defined. If
known, you can provide the conversion factor in the next field that would convert your unit to the Sl unit. You can also
provide a description of the new unit in the final field. Click "OK" at the bottom of the window when you are done
defining your new unit.

After choosing or defining the unit, indicate the precision of the chosen or defined unit in the data by typing in the field
next to "Precision"”. Next, choose the number type of the data from the drop-down list. See the next paragraph for
further explanation in choosing a number type. Finally, you can indicate the bounds of the values in the attribute or
column at the bottom of the screen. Click "Add" to do this, and type in the indicated information. Use "Delete" to
remove a set of bounds you entered.

The four number types provided in the drop-down list are not discrete classes — some overlap, so choosing the
appropriate number type can be confusing. Remember to choose the type that most specifically and accurately
describes the data in the attribute or column you are defining.

. Natural numbers

Natural numbers are positive and non-zero counting numbers (i.e. non-fractions), such as 1, 2, 3, and so on. They
cannot be negative or zero. When thinking of counting numbers, think about counting a basket of oranges, or counting
something using your fingers (although natural numbers can be larger than ten!). There are no fractions of oranges or
fractions of fingers (hopefully!), and there are no negative numbers of oranges or negative numbers of fingers. Natural
numbers are one type of whole numbers.
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. Whole numbers

Whole numbers are just like natural numbers, except zero is included in the set of whole numbers, and therefore whole
numbers are positive counting numbers and zero: 0, 1, 2, 3, and so on. Just like natural numbers, they cannot be
fractions or negative. Whole numbers are a type of integer, and they include natural numbers.

. Integer numbers

Integers are just like whole numbers, except negative counting numbers are included in this set. Therefore integers are
positive and negative counting numbers and zero, such as -3, -2, -1, 0, 1, 2, 3, and so on. Just like whole and natural
numbers they cannot be fractions. Integers are a type of rational numbers, and they include whole numbers and
natural numbers.

. Real numbers

Real numbers are the broadest set of numbers. They can be negative and positive fractions and counting numbers,
and can include zero. Therefore a list of numbers like the following would be a set of real numbers: -1/2, -0.25, 3.14, 0,
1, -25, 5/8, and so on. As you can see from this list of examples, real numbers include integers, whole numbers, and
natural numbers.

Absolute (ratio)

Choosing "Absolute" as the data category will take you through the same set of choices and prompts as was just
described above when "Relative" was chosen. Click here to read a description of this.

Date-Time
The fifth choice under "Category" is "Date-Time". If you choose this category, you will see the screen pictured below.
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-

> (%]
Define Attribute or Column:

Marne; Matme of the attribute a2 it appears in the data file

Lakel; A more readable [abel for the attribute

Define the contents of the sttribute (or column] precizely, so that
Definition: a data user could interpret the attribute accurately.

e "zpden" iz the number of individualz of all macro

invertebrate species found in the plot

{:} nardered: unordered categories or text (statistically nominal) e.g: Male, Female
{:} Ordered: ordered categories (statistically ordinal) &g Lowe, High
Category:
{:} Relstive: values fram a scale with eqguidistant points (statistically interval) e.o; 122 meters
[Help|
{:} Absolute: measuremernt scale with a meaningful zero point (statistically ratio] .o 273 Kelvin
@ Date-Time: date or time walues from the Gregorian calendar e.gp 2002-10-24
rDatetime
Format; e Y -MM-DDThR mmc 2z |, Y -hk-DD | hlcieami sz 2ss
Precizion: Precizion of a date or time meazurement, interpreted in the
' stmallest unitz represented by the datetime format. .o 1
Ity helizre. Add Range of permitted values, in same date-time format
~ az used inthe format description above. e if
Baounds: format iz "5 -M-DD", & valid minimurm seould be
" "2001 -05-259"

M | Cancel

Type the format of the date and/or time in the field next to "Format”, using the examples given to the right of the field
as a guide (although formats other than those shown in the examples may be used). Next, provide the precision of the
date and/or time format. You may also indicate the upper and/or lower bounds of the date and/or time using the
"Bounds" table at the bottom of the screen. Click "Add" to do this, and click "Delete" if you wish to remove a set of
bounds you previously entered.

After choosing one of the five choices for "Category" that have been described here, and after filling out all of the
required information and any additional information you wish to include at the bottom of the window, click "OK". You
have just added a description of ONE of the attributes or columns of the data. You should then see the information
displayed in the list of attribute descriptions in the screen pictured below. To describe another attribute or column, click
"Add" again, and go through this process again for the new attribute you wish to define. After defining multiple
attributes, you can delete the descriptions, or change the order of the descriptions, using the buttons to the left of the
screen.
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m Hew Datatable Wizard

Data Information:

Tahle (Entity)

Enter zome information about the data table contained in your file, If you have more than one data table, additional
takles may be added after wou creste vour data package. Reguired fields are highlighted.

Takle narme: | |

Enter & paragraph that describes the table or entity, itz tvpe, and relevant information about the data that it contains,
[Exarmple: Species abuhdance data for 1996 at the YCOR LTER =ite]

Description A
W
One oF more attributes (oolumns) must be defined:
Aftribute Marne Aftribute Definition Measurement Scale Al
s
Aftributes
W
Cancel l ’ = Back ] ’ Mext =

After you have added all of the attribute documentation you would like to, click "Next" at the bottom of the screen. You
will then see the final screen of the New Data Table Wizard, pictured below.
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m Hew Datatable YWizard
Mew DataTabhle Wizard

SUmImEry

Thiz wizard haz nowy collected all the information that iz required to create your new data table.

You can press the "Finish" button, of ywou can uze the " Back" button to return to previous pages and change the
infarmation wau have added.

It wou sweant to add more data tables to your package, select the "Create Mewy Datatable" option on the "Data” menu

ar click here to finish this wizard and add a new data table now..,

Cancel ” = Back

Click "Finish" to finish the documentation of the data table, or click on "or click here to finish this wizard and add a new
data table now..." to finish adding documentation of the data table and to add documentation for another data table
using the New Data Table Wizard again. After clicking "Finish", you will then be presented with a data package that
shows an empty data table, documentation for the attributes or columns of data that you just added using the New
Data Table Wizard, and any documentation you had added previously using the Data Package Wizard. You can now

type the data directly into the columns in the empty data table, or paste the data into the data table from elsewhere.

Import

On the first screen of the New Data Table Wizard, you are given three choices under "Where is your data?". If
"IMPORT" is selected, you will then see additional prompts, shown in the screen below.
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m Hew Datatable Wizard

Mew DataTable Wizard

Data Loc

Dezcribe and optionally include a data table in vour data package. You may create a table from scratch and
populate it using Morpho's spreadshest-style data editor, or wou can impott cettain types of existing data files
anhd uze the wizard to automatically extract much of the metadata from the data file tself. If you choose this
option, you wil be prompted to reviews the metadata that iz extracted and provide any reqguired fields that can
niat be generated automatically for each column.

You can alzo chooze to manually enter all of the required fields (rather than uzing the metadata extractor],
wehich is useful for proprietary file types like Excel, ar other file types we dont yet suppott for extraction.

Where is your data’?
{:} CREATE - create a newy, empty data table and itz metadata description.
'@} IMPORT - import & data file into the package, and create its metadata description

{:} DESCRIEE - include only & metadata description of a webh-accessible, archived or inaccessible data file

Howy do you weant to enter the metadata description’?
@' AUTOMATIC - Import data file and extract metadsta description for resvies
{:} Pt Pl L - Import data file but enter metadata description manually

rFile Location:

Ilze the "locate” button to locate the data file on your computer:

File Matme: uze hutton to zelect a file --=

Under "How do you want to enter the metadata description”, there are two options. Automatic is where the
documentation for the data table is automatically extracted from the table itself by Morpho, and is shown to you for
review and editing, if necessary. Manual is where the documentation is entered manually by you in the wizard. After
choosing one of these two options, tell the wizard where the data is that you would like to import by clicking on
"locate...". You will be shown a map of your computer and can indicate where the data file is. Click "Next" after

choosing the file location.

If you chose to document the data manually, then you will follow the steps that were outlined previously under the
"Create" section above (start here).

If you chose to document the data automatically, then clicking "Next" will being the screen pictured below into view.
The screen includes some sample data shown for illustration purposes. Your data might look quite different.
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£ Text Import Wizard

iMew DataTable Wizard

This set of screens will create metadata based on the comtent of the specified data file

Table Mame: | jzcientizt txd

Description: |

Start impoart at row: Column Lahels are in stading rov

# Lines in jecientizt fxd

1 Lake,site, sampdate, depth, sampvol, species, count A
2 Lake Erie N1 10JUNZ000 1 10 Daphnia pulex 78

3 Lake Erie N1 10JUNZ000 5 10 Daphnia pulex 71

4 Lake Erie NZ2 10JUNZOO00 1 10 Daphnia pulex 74

3 Lake Erie N2 10JUNZ000 5 10 Daphnia pulex 81

E Lake Erie N3 10JUNZOO00 1 10 Daphnia pulex 87

7 Lake Erie N3 10JUNZ000 5 10 Daphnia pulex 77

g Lake Erie N1 10JUNZ000 1 10 Daphnia magna 78

o Lake Erie N1 10JUNZ000 5 10 Daphnia magns 70

10 Lake Erie N2 10JUNZ000 1 10 Daphnia magna 75

11 Lake Erie NZ2 10JUNZOO00 5 10 Daphnia magns 75

12 Lake Erie N3 10JUNZ000 1 10 Daphnia magna 78

13 Lake Erie N3 10JUNZ000 5 10 Daphnia magna 79

14 Lake Erie N1 10JULZ000 1 10 Daphnia pulex 96 7

Begin by entering the name and a brief description of the data table. Indicate which row you would like the importation
of data to start at (for example, you can skip some blank rows that may occur at the top of your data table by starting
at a later row). If the first row that you start at contains the column labels, then click the box in the middle of the screen.
Click "Next". You will then see the screen pictured below.
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£ Text Import Wizard

Text Import Wizard

If the columns indicated in the table are incorrect, try changing the assumed delimiter(s)

[ ] Treat cansecutive delimiters as one

Delimiters: [#]tab  [«] comma []space []semicolon [ other I:I

Lake zite sampdate depth sampyal shecies count
Lake Erie M1 1 0JUR2000 1 10 Daphnia pulex |73
Lake Erie 1 1 OJUR 2000 o 10 Daphnia pulex |71
Lake Erie M2 1 0JUR2000 1 10 Daphnia pulex |74
Lake Erie M2 10JUr2000 b 10 Daphnia pulex |51
Lake Erie M3 1 0JUR2000 1 10 Daphnia pulex |87
Lake Erie M3 1 0JUR2000 o 10 Daphnia pulex |77
Lake Erie 1 1 OJUR 2000 1 10 Daphnia mag... |75
Lake Erie M1 1 0JUR2000 = 10 Daphnia mag... |70
Lake Erie M2 1 0JUR 2000 1 10 Daphnia mag... |75
Lake Erie 2 1 0JUR2000 = 10 Daphnia mag... |75
Lake Erie M3 1 0JUR2000 1 10 Daphnia mag... |73
Lake Erie e 1 OJUR 2000 o 10 Daphnia mag... |73
Lake Erie M1 10JUL2000 1 10 Daphnia pulex |96
Lake Erie M1 1 0JUL 2000 = 10 Daphnia pulex |97
Step #2 of 10 Cancel ] [ = Back l [ et =

Select one or more of the delimiters listed at the top of the screen. Choosing different delimiters will change the layout
of your data. The data should be laid out correctly when the correct delimiter or combination of delimiters is chosen.
You may also indicate that consecutive delimiters be counted as one by checking the box. Clicking "Next" will begin
the process of verifying the documentation that Morpho has automatically generated for each of the columns in the

data table. The screen pictured below is an example of what you might see.

file://IC|/work/morpho/docs/user/Adding_Data to_a Data Package.htm (23 of 33)4/18/2004 7:59:32 AM




The Knowledge Network for Biocomplexity

£ Text Import Wizand

Lake Define Attribute or Column:
Lake Erie
t E”E Marne: | Lake | Marne of the attribute as it appears in the data file

rie
Lake Erie .
Leie e Lakel | lake | & more readable label for the attribute
L Erie
L B 'Lake" iz the specific lake where the sample Define the contents of the attribute (or column) precisely, so
Lafez B Definition: az taken that & data user could interpret the attribute accurately.
L Erin; ed. "spden" iz the number of individualz of all macro
L Eri:. irvertebrate species found in the plot

=]

L Erie
L Etic {E} Unardered: unordered categories or text (statistically nominal) & .o Male, Female
Lake Erie () Ordered; ordered categories (statistically ordinal) &0 Low, High
L Erie Category:
L Erfie {:} Relative: values from a scale with eqguidistant points: (statistically interwal) e 122 meters

-~ [Helg |
L Erie {:} Absolute: measurement scale with & meaningful zero paoint (statistically ratio) &g 273 Kelvin
L Erie
L Etic {:} Diate-Titme: date or time values fram the Gregorian calendar g 2002-10-24
L Erie rUnordered
t E”E Choose: |Te:x‘t values (free-farm or matching a p... % | Describe a free text domain for the attribute.

rie
Lake Erie Definition: | "Lake"+lake name| | e U5 tefephone pumbers I the format (999) 8837777
L Etie
Lake Eria Source: | | e FIPS standard for postal abbreviations for U5 states

Patterniz) (optional); A
A Patterns are interpreted as regular expressions constraining
Patterni=: [ allovvable character seguences. e TO-953 L0-9y 2 L0-9 1
Fllows only pomeric digits In the paitern of US phaone humbers

Step#Sl:uHEI’ Cancel H = Back ” et =

Another example is shown below. Note that Morpho automatically placed the codes in the table under "Code", but you
have to provide the definition of the codes. You must also provide definitions of the columns (Morpho does not do this
automatically). Examine all of the other areas of documentation, making sure that the category, units, and all other
documentation is correct. You may also add to the documentation or change anything that is in error by typing in the
fields shown or choosing selections from the drop-down menus. Click "Next" at the bottom of the screen. Each screen
provides the documentation for one of the attributes or columns of data. Continue in this way until all of the attributes
or columns have been documented.
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£ Text Import Wizand

site Define Attribute or Column:
Pl
N.I Marme; Fte Marme of the attribute as it appears in the data file
P2
P2 ;
1= Lakel; Fte A more readable label far the attribute
6]
G
Fi1 'zite" iz the specific site within the [ake where| Define the contents of the attribute (or colurmn) precisely, =o
" Definition: the sample was taken that & data user could interpret the attribute accurately.
h2 ed "zpden” iz the number of individualz of all macro
H': invertebrate species found in the plot
G
e {E} Unardered: unordered categories or text (statistically nominal) & .o Male, Female
m s {:} Orddered: ordered categories (statistically ordinal) &g Lo, High
ECOry:
R {:} Relative: values from a scale with eqguidistant points: (statistically interwal) e 122 meters
o [Helg |
M2 {:} Absolute: measurement scale with & meaningful zero paoint (statistically ratio) &g 273 Kelvin
G
R {:} Diate-Titme: date or time values fram the Gregorian calendar g 2002-10-24
P rUnordered
HI Choose: |Enumerated values (helong to predefin... | % | Describe any codes that are used as values of the attribute.
e Locatiorn; |C|:udes are defined here hd |
M3
RS Code Definition Al
= [ Deepest part of lake ”~
Definitions: M2 Morthvwest corner of lake | Delete
Southeast corner of lakel W
|:| Aftribute contains free-text in addition to thoze values listed above

Step #4 of 10 Cancel ] [ = Back ] ’ Mext =

When all of the columns of data have been documented, you will see the final, finish screen, pictured here.

Describe

On the first screen of the New Data Table Wizard, you are given three choices under "Where is your data?". If
"DESCRIBE" is chosen under "Where is your data?", the data itself will not be included in the data package, but you
will provide documentation for it. This is useful for documenting the data for yourself, as well as for telling others about
the data if the data package is made viewable by others, without sharing the data itself.

If "DESCRIBE" is selected, then additional prompts will appear on the screen, pictured below. To have the
documentation for the data extracted automatically from an existing data file (without the data itself being extracted) for
your review, then choose "AUTOMATIC". You will then tell the Wizard where the data file is. Instructions for what to do
next if you choose AUTOMATIC have already been provided above (click here).
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m Hew Datatable Wizard

Mew DataTable Wizard

Data Loc

Dezcribe and optionally include a data table in vour data package. You may create a table from scratch and
populate it using Morpho's spreadshest-style data editor, or wou can impott cettain types of existing data files
anhd uze the wizard to automatically extract much of the metadata from the data file tself. If you choose this
option, you wil be prompted to reviews the metadata that iz extracted and provide any reqguired fields that can
niat be generated automatically for each column.

You can alzo chooze to manually enter all of the required fields (rather than uzing the metadata extractor],
wehich is useful for proprietary file types like Excel, ar other file types we dont yet suppott for extraction.

Where is your data’?
{:} CREATE - create a newy, empty data table and itz metadata description.
{:} IMPORT - import & data file into the package, and create its metadata descrigtion

E} DESCRIEE - include only & metadata description of a webh-accessible, archived or inaccessible data file

Howy do you weant to enter the metadata description’?
@' AUTOMATIC - create metadata description by inspecting data file (but omit data file from package)
{:} Pt Pl L - Enter metadata description marnually

rFile Location:

Ilze the "locate” button to locate the data file on your computer:

File Matme: uze hutton to zelect a file --=

To manually enter the documentation for the data in the Wizard, choose "MANUAL". You will then be prompted, as
shown on the screen pictured below, to indicate where the data resides. If the data are not currently available, then

choose "Not available".
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m Hew Datatable Wizard

Mew DataTable Wizard

Data Loc

Dezcribe and optionally include a data table in vour data package. You may create a table from scratch and
populste it using Morpho's spreadshest-style data editor, or you can impott cettain types of existing data files
ahd uze the wizard to automatically extract much of the metadata from the data file tself. If you choose this
option, you wil be prompted to reviews the metadata that iz extracted and provide any required figlds that can
niat be generated automatically for each column.

You can alzo chooze to manually enter all of the required fields (rather than uzing the metadata extractor),
wehich is uzeful for proprietary file types like Excel, ar other file types we dont yet suppott for extraction.

Where iz your data’?
{:} CREATE - create a newy, empty data table and itz metadata description.
{:} IMPORT - import & data file into the package, and create its metadata descrigtion

E} DESCRIEE - include only & metadata description of a webh-accessible, archived or inaccessible data file

Howy do you weant to enter the metadata description’?
{:} AUTOMATIC - create metadata description by inspecting data file (but omit data file from package)
'@} Pl L L - Enter metadats description manually

Data Location

() Mot available
{73 Online URL

() Archived

If the data are available online, then choose "Online URL", and type in the file name and URL in the spaces provided,
as shown in the screen pictured below.
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m Hews Datatable Wizard

Mew DataTabhle Wizard

Data Loc

Dezcribe and optionally include a data table in vour data package. You may create a table from scratch and
populste it using Morpho's spreadshest-style data editor, or you can impott cettain types of existing data files
ahd uze the wizard to automatically extract much of the metadata from the data file tself. If you choose this
option, you wil be prompted to reviews the metadata that iz extracted and provide any required figlds that can
niat be generated automatically for each column.

You can alzo chooze to manually enter all of the required fields (rather than uzing the metadata extractor),
wehich is uzeful for proprietary file types like Excel, ar other file types we dont yet suppott for extraction.

Where iz your data’?
{:} CREATE - create a newy, empty data table and itz metadata description.
{:} IMPORT - import & data file into the package, and create its metadata descrigtion

E} DESCRIEE - include only & metadata description of a webh-accessible, archived or inaccessible data file

Howy do you weant to enter the metadata description’?
{:} AUTOMATIC - create metadata description by inspecting data file (but omit data file from package)
{E} Pt Pl L - Enter metadata description marnually

Diata Location? rOnline URL
{7 Mot available -
File Marne: [|
®oninevrRL | _
LRL: r J
() Archived

If the data are archived, such as on a disk or a hardcopy, then choose "Archived", and provide the medium the data is
found in or on, as well as the name or title of the data, in the spaces provided (pictured below).
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m Hew Datatable Wizard

Mew DataTable Wizard

Data Loc

Dezcribe and optionally include a data table in vour data package. You may create a table from scratch and
populste it using Morpho's spreadshest-style data editor, or you can impott cettain types of existing data files
ahd uze the wizard to automatically extract much of the metadata from the data file tself. If you choose this
option, you wil be prompted to reviews the metadata that iz extracted and provide any required figlds that can
niat be generated automatically for each column.

You can alzo chooze to manually enter all of the required fields (rather than uzing the metadata extractor),
wehich is uzeful for proprietary file types like Excel, ar other file types we dont yet suppott for extraction.

Where iz your data’?
{:} CREATE - create a newy, empty data table and itz metadata description.
{:} IMPORT - import & data file into the package, and create its metadata descrigtion

E} DESCRIEE - include only & metadata description of a webh-accessible, archived or inaccessible data file

Howy do you weant to enter the metadata description’?
{:} AUTOMATIC - create metadata description by inspecting data file (but omit data file from package)
{E} Pt Pl L - Enter metadata description marnually

Diata Location? rArchived
Archived data may be stared on digital media (tapes, dizks), or printed media thardoopy).
{7 Mot available
Type of medium on which data iz distributed. eqg: Tape, 3.5 inch Floppy Dizk, hardoogpy
'D' cinfine LRL hedium Type:
Eriter an Identitying naine 10 the space belowy &g & thle for hardocogpy, oF & tlensme tar digtal
rerlia
{(*) Archived MarreTitle:

After finishing making selections and filling out fields on the first screen of the New Data Table Wizard, click "Next" at
the bottom of the screen to continue. Instructions for what to do next if you choose MANUAL have already been
provided above (click here).

Importing and Documenting Other Data Types

Although the New Data Table Wizard is designed for importing and documenting tabular data, it can also be used to
import and document other types of data, such as images. To do this, you would choose "IMPORT" (or "DESCRIBE" if
you do not want to include the image but do want to create documentation) on the Data Location screen, pictured
above. You would then choose "MANUAL" metadata entry (since there is no data table from which Morpho can
automatically extract the data). Indicate where the data file is located, and then click "Next" at the bottom of the
screen. ON the file format screen, you would choose the third option "Non-text or proprietary formatted object that is
externally defined", choose "Other", and type in the file type (such as .gif or .jpeg). Continue on in the New Data Table
Wizard, filling out the applicable documentation fields (such as name and description) and ignoring or filling in "none"
for fields that don't apply to the image. See more about including images in a data package here.

Manipulating Data Tables
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Once you have either created or imported a data table or multiple data tables in Morpho, you can then edit and
manipulate that data. Under the "Data" menu there are a number of tools to help you do this. They are shown in the
screen below. You can also access this same set of tools by right-clicking on the desired row or column.

L Data Package: jscientist. 2.1 _'. ”'I:I |r5_(|
File Edit Search Documentation BEEEN Window Help
: : CreatelImport New Datatable, . w
RaBR¢ B % flmp
Delete Current Datatable
Joe Scientist:  Population sampl  Sort by Selected Calumn :es, 2000 (fictitious sample data :)
Accession Number: jscientist.2. [t pow AFter Selection crrler  Ning, population sureey, fictitious sample dat.
more
Insert Row Before Selection
i v R 0 T T T e EmEEEm— o e e I I
e I
T et Tent Insert Column After Selection " T eoct 5
Insert Column Before Selection
lake site &  Delete Selected Colurmn species :
Lake Erie 1 Draphni le A | q Al
— Edit Colurmn Metadata aphnia PUE 2 | REntity Description
Lake Erie M1 1 Daphnia pule :
Lake Erie M2 T0JUM2000 1 10 Daphnia pule Identifier | .
Lake Erie N2 10JUNZ000 |5 10 Daphria puls |- jscientist.2.1
Lake Erie M3 10JUMZ2000 1 10 Daphnia pule :
Lake Erie ] 10JUR 2000 5 10 Daphnia pule |
Lake Erie M1 10JUMZ2000 1 10 Daphnia mac :
Lake Erie 1 T0JUM2000 5 10 Daphnia mac
Lake Erie M2 10JUMZ2000 1 10 Daphnia mac
Lake Erie M2 10JUMZ2000 5 10 Daphnia mac :
Lake Erie ic; 102000 1 10 Daphnia mac s
£ | »
ExarmpleData txt
" Y
. Sorting

To sort the rows of a data table, select the column which you would like to sort by, and click "Sort by Selected
Column". For example, in the sample data set pictured above, the second column, "site", was selected, and then "Sort
by Selected Column" was selected from the "Data" menu. The results are pictured below. Notice that the data in the
second column is now sorted, and the data in the other columns have also moved so that all of the rows are the same
as they were, only moved.
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2 Data Package: jscientist. 2.1 B@@

File Edit Search Documentation Data  Window Help

ReORe B : if
Joe Scientist:  Population sampling data for zooplankton in the Great Lakes, 2000 {fictitious sample data :)
Accession Number: jscientist.2. 1 Keywaords: zooplanktan, VYan Daorn sampling, population sumey, fictitious sample dat...
ExampleData txt : -Elltlly.l'ﬂﬁrlhllte-
Tt Integers Floating Faint Text Integers X
meters cm3
lake =site sampdate depth sampvol =Species count :
Lake Etie N 10JUNZOD0 | 1 10 Daphria pulex |78 || [ 0lumn Hame
Lake Erie M1 10JUR 2000 5 10 Daphnia pulex | 71 [ ol Label
Lake Erie M1 10JUR 2000 1 10 Daphnia ma... |75
Lake Erie M1 10JURZ2000 5 10 Caphnia ma... |70
Lake Erie M1 10JUL2000 1 10 Daphnia pulex | 96
Lake Erie M1 10JULZ2000 5 10 Daphnia pulex | 97
Lake Erie M1 10JUL 2000 1 10 Daphnia ma... | 91 B
Lake Erie M1 10JULZ2000 ] 10 Daphnia ma... |92
Lake Erie M2 10JURZ2000 1 10 Caphnia pulex | 74 et
Lake Erie M2 1 0JUR 2000 ) 10 Daphnia pulex | 51 :
Lake Erie h2 10JUNZ000 |1 10 Daphria ma... | 75 fMleasurement Type nominal
Lake Erie e} 10JUM2000 |5 10 Daphris ma... |75 w | fleasurement i
£ [ >
ExampleData txt

. Inserting and Deleting Rows and Columns

The next six items under the "Data" menu allow you to insert new rows or columns, either before or after the row or
column that is selected in the table, as well as delete selected rows or columns. This works much like the same
functions in Mlcrosoft Excel.

. Editing Column Documentation

In addition to manipulating the rows and columns, you can directly edit the documentation that you previously entered
in the New Data Table Wizard, or add documentation, about the columns. After selecting the column for which you
would like to edit the documentation, look under the "Data" menu, and select "Edit Column Metadata". You will then
see a screen, pictured below for the second column of the sample data set, where the current documentation for the
column is displayed. This screen works just like it did in the New Data Table Wizard (click here to revisit this section).
You can edit or add to the documentation shown in this screen, and click OK when finished.
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&

Marne;

Lakel;

Definition:

Category:

rUnordered

Choosze;

Location:

Cefintions:

Define Attribute or Column:

| s'rte| | Marme of the sttribute a2 it appears in the data file
| zite | A& more readable lakbel for the attribute
Code indication specific site Define the conterts of the attribute (or calumn) precisely, so that & data

uzer could interpret the attribute accurately.

species found inthe plot

@ |Inardered: unordered categories or text (statistically nominal) .9 Male, Female

{:} Ordered: ordered categories (statistically ordinal) 2o Lowe, High

{:} Relative: values from & scale with equidistant points (statistically interval) e.o; 12 .2 meters
{:} Abzolute: measurement cale with a meaningful Zzero point (statistically ratio) e.g 273 Kelvin

{:} Date-Time: date or time walues from the Gregorian calendar e.g: 2002-10-24

eq. "zpden” iz the number of individualz of all macro invertehrate

|Enumerated values (belong to predefined list) b | Describe any codes that are uzed as values of the attribute.

|C|:udes are defined here hd |

Code Definition

Ao

Delete

|:| Attribute containg free-text in addition to thoze values listed ahove

Ok | Cancel

a3

. Cut, Copy and Paste

Cut, copy, and paste, which can be accessed under the "Edit" menu (pictured below) work in Morpho just like they do
in Microsoft applications like Word and Excel. Shortcut keys on your keyboard can also be used just like in Microsoft
applications (Ctrl+X cuts, Ctrl+V pastes, and Ctrl+C copies). You can relocate or delete rows and columns using these

tools.
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m Data Package: jscientist. 2.1 |Z”E”gl

File W5 Search Documentation Data  Window Help

E{% . Fevert Tab b *

Revert all Tabs

Joe 3 cut h sampling data for zooplankton in the Great Lakes, 2000 {fictitious sample data :)
Acc [ Copy antist.2.1 Keywaords: zooplankton, Wan Darn sampling, population survey, fictitious sample dat...
noi

P - - s

Examplebata txd

Text Text Text Integers Flaating Point Text Integers
metears cm3

lake site sampdate depth sampvol species count :
Lake Etie 10JUNZO00 | 1 10 Daphria pulex| 78 o | [ olumn Hame
Lake Erie M1 10JUR 2000 5 10 Daphnia pulex | 71 b1 ol Label
Lake Erie M1 10JUR 2000 1 10 Daphnia ma... |75
Lake Erie 1 10JUM2000 5 10 Daphnia ma... | 70
Lake Erie M1 10JULZ2000 1 10 Daphnia pulex | 96
Lake Erie M1 10JULZ2000 5 10 Caphnia pulex | 97 B
Lake Erie M1 10JUL2000 1 10 Daphnia ma... | 91
Lake Erie M1 10JULZ2000 ] 10 Daphnia ma... |92
Lake Erie M2 10JUM2000 1 10 Daphnia pulex | 74
Lake Erie M2 10JUR 2000 ] 10 Daphnia pulex | 81
Lake Erie Rz 10JUMZ2000 |1 10 Daphnia ma... | 75 Ll
¢ | 3 |
ExampleData txd

oo

Another option is to paste data into a data table in Morpho from elsewhere, so that you don't have to type it in. This is
easy to do, and generally involves using the "Paste" command in Morpho. Click here to read more about pasting data

into a data table.
. Reverting (undoing changes)

If you change your mind about any of the changes you have made to one or more tables in your data package, you
can undo these changes (as long as you have not saved the data package since making the changes). Under the
"Edit" menu, choosing "Revert Tab" will cause all changes that have been made on the table that is displayed since
the last time you saved the data package to be reversed. Choosing "Revert All Tabs" causes all changes that have
been made to all of the tables in the data package since the last time you saved the data package to be reversed. The
location of these two tools is shown in the screen above.

The next section of the Morpho User Guide describes editing a data package.

* Creating a New Data Package Editing a Data

Help Index
Package —
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Editing a Data Package

There are two main reasons you may wish to edit a data package. First, you may want to add additional
documentation to the data package documentation, that was not available in the Data Package Wizard. Second,
you may want to change or delete documentation that you entered in the Data Package Wizard, or that you added
to the data package documentation in some other way. For either of these purposes, you can use either the Morpho
Editor, or use the selection available under the Documentation menu at the top of each window. The functions and
uses of the Morpho Editor are described below, and the Documentation menu is described later (click here to skip
ahead).

Morpho Editor
Begin by opening the data package you wish to edit. Next, open Morpho Editor by doing ONE of the following:

. Under the "Data" menu, choose "Add Documentation".
. Under the "Documentation” menu, choose Add/Edit Documentation”
. On the upper right side of the data package documentation, click on the "Edit" button.

You will then see the Morpho Editor, pictured below.
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| Morpho Editor 7
Shiowe Al 'B 4 -dataset =
ol :
Find: Eml w “'*
= @ eml b
= ECOpE idd
+ == packageld
== Eystem
= @ e
S system
+
+
+
+ SCOpE
+
+ @ sssocistedParty docurmernt
+ abstract e
+ @ keywordSet
+ @ contact v
+ ACCESS
¥ @ (CHOICE) Lt
i zampling data for zooplankton in the Great Lakes, 2000 (ficttious sample data 0]
crestar ™
< >
@ required; repeatable (OME to MANYTY @ required (ONE) .
. . [Revert ] [Flnlsh ]
i@ optional; repeatable (ZERD to MAHYT) opltional (ZERQO to OME)

Each type of data documentation document (i.e. each metadata type) has some structure which is indicated by the
hierarchical outline on the left. By clicking on the "+" symbol next to a category, you can browse through the
hierarchy, viewing "parent" and "child" nodes. Parent nodes are the higher level nodes, and child nodes are the sub-
level nodes.

Items in the outline are color coded to indicate which items are required and which can be repeated. The legend for
this color-coding is found at the bottom-left of the screen. Blue and red nodes in the hierarchy are required, while
green and yellow nodes are optional. Blue and green nodes are repeatable, meaning they can be duplicated (for
example, there can be multiple data set owners), while red nodes can only be used once, and yellow nodes can be
used once or not at all (zero).

Initially, only the documentation types that already exist in the data package documentation are displayed in the list.
When an item is selected in this outline, a form based view of the information contained in the selected item is
shown on the right side of the window. You may navigate your way to a desired field that you would like to edit by
clicking on the plus symbols next to the documentation types. Alternatively, you can scroll through the fields shown
on the right half of the screen by using the scroll bar.

Most of the fields on the right side of the editor screen are editable. One can just click on the field of interest and
enter text. The 'tab key' will move the selection to the next editable field.

To add additional documentation for types that are not shown initially in the tree on the left of the screen, click the

file:/I/CJ/work/morpho/docs/user/Editing_a_data_package.htm (2 of 13)4/18/2004 7:59:33 AM



The Knowledge Network for Biocomplexity

"Show All" button. This will cause all of the documentation types to be displayed. To get back to the original view,
click "Trim".

To expand and view all of the levels of the tree, click on the "+" button at the top left of the screen. All parents and
their children will be displayed. To contract the levels of the tree, click the "-" button.

A right-click on any item in the outline displays a popup menu (as shown below) which allows the user to choose
among several options. These include duplicating an item, deleting an item, or copy and pasting items. Note that all
of these operations will include not only the selected item, but also all of the item's children, or sub-levels, in the
indicated hierarchy.

‘ Morpho Editor w
-~
on o=
Find:  etnl hd
= @ el
t = COpE
+ == packageld
== Eystem Salutation:
= @ datazet
o= id First Marne: Joe
: ; 22?;: Cneaf  Last Mame: Soiertizt
+ @ title t;he Organization:
@ FEE
7 @ & Murnber: ORE bo MARNY e e
+ gt Duplicate : - -
5 @ ke Sl ddress 1: Marine Science Institute
* @ o ddress 2
oA
T @ (C Copy Mode & Children ty: Santa Barbara 5
natal Coce: 0024 o
P PP b
< >
i. requirad; repeatable (OME to MANY ] requirad (ONE) [Hevert ] [FiﬂiSh ]
i@ optional; repeatable (FERD to MANY) ¢ optional (FERD to ONE)

To navigate quickly through the tree, you can find a section of documentation by choosing it from the drop down list
located at the top left of the screen, next to "Find:".

The Documentation Menu

The Documentation menu, which can be found at the top of each screen in Morpho (see picture below), is activated
when the Morpho user opens an existing data package. The Documentation menu options invoke various
documentation editing tools and/or data entry screens that, together, enable the user to edit any field in the data
package. As mentioned in the Morpho Editor section above, the first choice in the Documentation menu opens the
Morpho Editor, which allows the editing of any field. The other choices in the menu bring up screens that allow one
to edit or add data for specific subsections of the documentation. These same screens are used in the Data
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Package Wizard to create a new data package, and therefore may look familiar.

L Data Package: jscientist.2.1 ['._||'E|r$__(|
File Edit Search BlfEi=glEy® Data  Window  Help
Dg. = @ % Add/Edit Dacurmentation, . w
Wiew Documentatian, .,
Joe Scientist, P¢  Research Project... iplankton in the Great Lakes, 2000 (fictitious sample data 3)
Accession Numb Usage Rights... planktan, Yan Dorn sampling, population suneey, fictitious sampl...
mare Geographic Coverage. ..
B e eI - - - e reeernen e e —
Taxonomic Coverage... : _ _ _
Text T Methods. . tegers Floating Faint Text ]
neters cm3
lake = Access Permissions. .. epth sampvol Speci _
Lake Erie TOJURZ2000 1 10 Daphin ”~ tit],' Descriptiun
Lake Erie M1 10JUM2000 g 10 Daphi _
Lake Erie M2 10JUM2000 1 10 Craphin N dentifier
Lake Erie N2 1002000 |5 10 Daphn | f. jscientist.2 1
Lake Erie M3 1 0JUM2000 1 10 Daphi i
Lake Erie (] 1 0JURZ2000 5 10 Dapht
Lake Erie R 10JUN2000 1 10 Daphin
Lake Erie R 10JUN2000 5 10 Daphi
Lake Erie M2 10JUM2000 1 10 Daphi
Lake Erie M2 10JUM2000 & 10 Daphn bject . .
Lake Erie M3 10JUM2000 1 10 Caphin ] ame:]Smﬂmm'1
Lake Erie Rl 10JURZ000 a3 10 Daphn | Pize: 1152 bytes
Lake Erie M1 10JUL2000 1 10 Daphn % | b er
£ | & 3
Exarnplelsts b |

The Documentation menu options are (with screens pictured below):

. Add/Edit Documentation: Invokes the full-featured Morpho Editor, giving the user editing access to all fields in
the data package.
. View Documentation: Allows the user to view all the documentation for the data package in one window.
. Research Project: Allows user to specifiy whether data is part of a larger research program.
. Usage Rights:Accepts a text paragraph that describes the intended usage rights for the
data package.
. Geographic Coverage: Allows the user to specify and describe the geographic region
associated with the data package.
. Temporal Coverage: Accepts the specification of a temporal coverage boundries.
. Taxonomic Coverage: Accepts a list of taxa to which the data package applies.
. Methods: Allows user to specify the method steps used to collect data, and describe
the study extent and sampling area.

. Access Permissions: Enablers the user to specify access rights to the data for
specific persons, and to establish public access rights to view and/or edit the data.

Click on any of the above menu options to read about how to fill out the screens.
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Following are sample screens from each of these options:

Add/Edit Documentation:

‘ Morpho Editor w

i B : datzset ~

Find: el v/ A
= @ eml ¥
= ICope id
= packageld
= Tyatem | |
= Boiota=et
system
| |
SCOPE
@ azzocistedParty | docurmert |
o+ abstract -
@ keywordSet
@ cortact F
S access -
@ (CHOICE) Lt
| i sampling data for zooplanktan inthe Great Lakes, 2000 (ficttious zample data |
creatar o
£ | »

@ required; repeatable (OME to MANY) @ required (ONE)

Revert | | Finish |
i@ oplional; repeatable (FERD to MAMY) 0 optional (ZERD to OME) ’

View Documentation:
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[dentifier:
Catalog Systen
Title:

Ifudisridnal:
Address:

Fhone:
Email A ddress:

Itudisrichaal:
Address:

Photne:
Email & ddress:

Data Set Description

B=1E3

jscietitistd. ]
knb
Population sanpling data for zooplankion in the Great Lakes, 2000 (fictitious sample data )

Joe Scientist

Marine Acience Institute,
HBanta Batbara, CA Q0024 TT3A
(310 206-1984

{sciEmsiucsh edu

Joe Scientist

Mlatine Jcience Institute,
Aatta Barbara, CA Q0024 TT3A
(3100 206-1984

{scif@msiucsb edu

Fopulation smapling data for warious zooplankton species in the Great Lakes, 2000, Bampling used Van
Diotn samples at 1 and 5 m depths on a randomly placed sampling gnd. Bpecies names according to
the ITE3 taxonomic database Chitpfaenaritis usda govw’ ). This is fictitious sample data and should in
no way he construed as meaningful information!

# zooplankton (theme)

# Van Do sampling (theme)

# population survey (theme)

# fictitious sample data (thee)

® Great Lakes (place) hod

Research Project:
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&

I= your project part of a larger umbrella research project # Data may be collected as part of a large research program with
mary sub-prajects ar they may be associated with a single, independent investigation. For example, a large NSF grant may provide
fundz for several prirmary investigators to collect data st various locations.

Thiz project is part of & larger umbrells research project !

rEnter Project Information

Enter the title of the project.
Title | |

Enter the funding sources that support this project. This may include agency names and grant or contract numbers.,

Funding Source | |

Enter the personnel information. The full name of the people or arganizations responsible for the project.

Dne o more Perzonnel must be defined:

Party Fale Address Add

|2

5]

Ol | Cancel

Usage Rights:
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&

Enter a paragraph that describes the intended usage rights of the data package. Specifically, include any restrictions
[=cientific, technical, ethical) to sharing your data within the public scientific domain.

Uzage Right=:

M Cancel |

Geographic Coverage:
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&

of the existing descriptions.,

Describe the geographic region covered by your data. Lze the following screen to provide a complete description or assign one

Descrigtion

Geographic Coverage

|i

Add

8

Temporal Coverage:
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% 3

Enter information about temporal coverage. Temporal coverage can be specified az a single point in time, multiple points in
time, ar a range thereaf.

Titne Coverages A

M Cancel |

Taxonomic Coverage:
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&

Import Taxon Information from Data table...

Enter information about the Taxonomic Coverage. By default, wou may enter infarmation on Genus and Species. [f you
sweould like to enter infortmation &t another classification rank or swwould like to change the default classification rank, click the edit
button. Mote that the field 'Higher Level Taxa' iz dynamically generated from your entries and iz not manually editable.

Higher Level Taxa

Rark Marme

Zenus

MName

Comman Mamels)

Add

Eclit

Delete

Classification System If the list of taxa belong to one or more different classification systems, list the citations for those systems.

Citation Tithe Crestor Citation Type Acld
-
w
M | Cancel
e ————————————
Methods:
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&

&8

Enter method step description. Method steps describe a single step in the implementation of a methodology for an experiment.

fethod Step Title Method Step Description Instrumentation

£

W

coverage information you may have provided in s presvious step.

Acdd

Study extent description. Describe the tempaoral, spatial and taxonomic extent of the study. This information supplement s the

Study Extert

L] I 2

wwere assigned to sampling units.

Sampling description. Dezcribe the sampling design of the study . For example, you might describe the way in which treatments

Zampling

] ] 2

M Cancel

Access Permissions:
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&

‘Would you like to allow the public to read your dataset ¥

() ez give read-only access to public ]

D Mo, don't give read-only access to public.

Would you like to give special access rights to other people ? %ou can specify access for ather members of your team
oF aty ather perzon. Use the table below to sdd, edit and delete access rights to vour data package.

Marme Organization

EmailDescription
Lid=jzcientist o=MCEAZ, ...

FPermizsions

MCEA= Al

" Ao
All J‘_k
Edit
W

M Cancel
.

Technical Notes

For those who are interested in technical details, the Morpho editor is an XML editor. It works by first reading an
XML file and building an outline (tree) view of the XML document. XML files can have formalized templates called
"DTD's", which describe how the document can be constructed. If the XML document indicates that its structure
should conform to a DTD, then the DTD is scanned and a single instance of any optional nodes not present in the
original is added to the hierarchy. Finally, if the editor has additional data about the document type, it will add that
data as custom displays or help information about the node, as is shown in the above examples. The editor can

thus be customized to display the XML data in a variety of ways.

Learn how to upload and download data packages in the next section.

Help Index < Adding Data to a Data Package

Uploading and Downloading Data

Packages —
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Uploading and Downloading Data Packages

Data packages, while created locally, can be uploaded to a network server, or downloaded from a network server to
your PC, to become a shared network data package.

Morpho Preferences
Begin by telling Morpho the location of the network. Go to "File", and select "Set preferences...". The following screen

will appear.
m Morpho Preferences @

Morpho Preferences

Metacat URL: | Hitpotmetacst noeas uesh eduknbrzervletmetacat
Log Messages? (Oyes Sno
Debug Level {1-100) 10

Look and Feel'  |system LEF | »

Clear Temporary Storage

Type the URL of the metacatalog, or network, in the first field. The other fields under Morpho Preferences can be
used to control the look and feel of Morpho, the debug level (this affects the content of any error messages you may
encounter in Morpho), and whether or not the error messages are logged. Click here for more information on these

options. Click "Set" when finished setting preferences, or "Cancel" to undo.

Uploading to a Network
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There are two ways to place a data package you have created on a network. These are: saving the data package on
the network, and synchronizing.

After creating a data package and setting the metacat URL, you can save the data package both locally and/or on a
network by selecting "Save..." under the "File" menu, as pictured below.

L Data Package: jscientist. 2.1

§=8 Edit Zearch Documentation Data  Window  Help

(% Mew Data Package... w

= Open...

g data for zooplankton in the Great Lakes, 2000 {fictitious sample data :)
View Print Metadata eyvwiords: zooplankton, Van Dorn sampling, population survey, fictitious sample dat.

LoginfLogaut ExampleData txt
Mew prnFiIe... Integers Floating Foint Text Integers
Switch profile. ., metears o mis
Zet preferences. .. ate depth sampyvol speclgs count
_ oo 1 10 Daphnia pulex | 75 Lk
Synchronize. . 000 |5 10 Daphria pulex | 71 :
Delete, .. ooo |1 10 Daphnia ma... |73
Export... oo 5 10 Daphnia tma... |70
: ooa 1 10 Daphnia pulex [ 96
Exit CrHQ oo |5 10 Daphria pulexc| 97
Lake Erie M1 T0JUL2000 1 10 Daphnia ma... |91
Lake Erie M1 10JUL2000 5 10 Daphnia ma... |92
Lake Erie M2 10JuUr2000 1 10 Daphnia pulex | 74
Lake Erie M2 104U 2000 5 10 Daphnia pulex | 81
Lake Erig Mz 10JUr2000 |1 10 Daphnia ma... |75 W
4 | »
ExampleData txd

O oo

You will then see the window below. Select "Local”, "Network", or both, by checking the appropriate boxes, and
clicking "Save".
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Save Current DataPackage

Please choosze where the current DataPackage
should be sawed.

[] save Lacaly
[] save to Metwark.

Save Cancel

Data Packages can also be uploaded by choosing the "File" menu, then clicking "Synchronize". You will see the
screen below when using this option. Click "Execute" after reading the screen.

Synchronize E|

Synchronize™ will keep the Data Packages on your
local computer identical with those on the network.

In order to do this, Morpho will copy the Data Package
as showm belonr:

g Lacal ‘ Q Metweark

MNote:
If vyou are copying from local to network, you may be
prompted to remumber the Data Package

[Execute ] [Cancel ]

Downloading from a Network

Similarly to uploading a data package, you can download a data package to your local PC from the network (that you
specified in Morpho preferences) by first opening or searching for data packages, then right-clicking on a desired data
package and selecting "Synchronize" (or through the same option on the "File” menu). The screen below shows how
right-clicking brings up a menu of options.
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Ed Untitled-Search-2 |Z| |E| E|
File Edit Data ‘“Window Help

LaDeeE s w

Search  Documentation

|Title B Document D | Surname | Eeywords Last Modified | Local | et |
Global elevational distributions of sall mammals  noess 1333 elevation range mo... 2004-03-09 2000, o

S F .4 n::-:nrnr'r'u.lr'u'rt'-.-' structur.. [2004-03-09 2004
Open Package :
Latituding ~ ©Pen Previous Version 1o nceas.145.4 Mew Wiorld mamma .. 2004-03-09 19:0..
Refresh
Latituding synchroize. .. = Latitud... nceas 177 .4 latitudinal extents |... 2004-035-0915:0... o
. Delete. .. o .
fdarmrmal |i: ohfz 344 2 Wiendy Bro... species list Colora... 2003-04-1511:1... E
Expart...
RCM training example uzing Alizon and Cicchetti ... enviroedukator 5. Romanello gleep mammals 2003-10-20101... t_‘l",

Trapping locations, animal body mass, and breedi... nceas 10412 dusky-footed woo. .. 2004-03-09 2000, .._"",

“Yerebrate Species List nrs 1587 Lubin Bro... Species List Yede... 2003-04-21 125, .._"",

& data sets found = 9 o

Notice you also have the option to delete data packages listed in the open or search results windows. You are only
allowed to delete packages that you have created, or for which you have special permissions that the data package
originator has defined.

Note also the "Export" feature. This allows you to select a directory where you want the package exported to. Click
here to read more about the export feature.

The next section are some Frequently Asked Questions, or "FAQs", about Morpho.

..‘ Editing a Data Package Frequently Asked

Help Index _
Questions —
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Frequently Asked Questions

1. How do | get help?

If Morpho is running, you should be able to use the "Help" menu located at the top of each
window. You can also open the "docs/user” directory in the directory where Morpho was
installed and then open the file "index.html" in your browser (usually by double clicking on
the file name). This will display the same help files as you would see when using Morpho's
Help menu. The Morpho User Guide, found under the "Help" menu, contains information on
a variety of topics and uses of Morpho. Examine the index to determine where to get help.

2. Where are my local data packages stored? And what happens to my local data
packages when | upgrade to a newer version of Morpho?

If you have used a previous version of Morpho, then you may have local data packages
stored in a "pr of i | es" directory inside the main Morpho data directory. The location where
the "profiles” directory is created and accessed is in a subdirectory within the user's "home"
directory. [On Windows 2000 or XP machines, the home directory is named after the user
name (e.g. "higgins") and is located inside the "Docunent s and Setti ngs" folder,
usually under C: \ ] A directory named ". nor pho" is created inside the user's home
directory and the new " profi | es" subdirectory is created there when Morpho is first
executed. There is a subdirectory under " prof i | es" with the profile name and another
subdirectory under that with the name " dat a" where local data for that profile is actually
stored . Note that this is (usually) not the same directory as the one where the Morpho
executable is installed. You should thus be able to uninstall Morpho and update it to newer
versions without fear of lossing any locally stored data packages.

3. How can | add an image to my data package?

Complex, geospatially indexed images can be included and described in eml 2.0 using the
"spatialRaster" or "spatialVector" entitiy modules. However, Morpho currently has no
features directly supporting these modules. Nevertheless, images that are stored in .gif or .
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jpeg formats (standards for web pages) can be added to data packages as "dataTable"
elements (even though they are not really 'dataTables'). To add such an image to an
existing package using the "Create/Import New Datatable..." command under the "Data"
menu. Choose the "Import" and then "Manual" radio buttons Then select the image file that
you wish to include. Then click the "Next" button. Select the "Non-text or proprietary
formatted file" radio button and then select "other". You should then type "image", ".gif", ".
jpeg”, or ".jpg" in the text box below the "other" button. This tells Morpho to display the data
as an image when the package is viewed later. Then continue through the Wizard as with
any other data file. You will need to fill out at least the minimal information indicated on
several of the next screens.

4. Can | customize Morpho in any way?

In versions 1.3 and earlier,. there is no command within the Morpho program to set any
preferences. (In Morph 1.4.0, there is a "Set preferences..." menu item in the "File" menu.
That menu item makes it unnecessary to change the configuration file as described here.)
There are some preferences (and additional data) that are read from the ‘config.xml' file that
is stored in the ".morpho" directory in the user's home directory. Only a few of these should
be set by the user. These include:

<lookAndFeel></lookAndFeel> --- As shown on the left, there is nothing between the pair
of "lookAndFeel" tags in the default config.xml file. This causes the look of the Morpho
display to mimic that of the current operating system - e.g. Windows, Mac, etc. You can see
a different look by changing the tag set to be "<lookAndFeel>kunststoff</lookAndFeel>".
This will cause a variety of minor changes in the look of buttons, scroll bars, etc. The
"kunststoff" is a customized look-and-feel created for Java applications.

<log_file>false</log_file> --- Changing the value within these tags from "false" to "true" will
send all error messages to a log file. This may be useful if you are having problems.

<metacat_url>http://metacat.nceas.ucsb.edu/knb/serviet/metacat</metacat_url> --- The url
of the network server where data is stored is set here. You may need to change this if you
are using a custom server.

5. How can | "Export" a datapackage? The Export menu item doesn't seem to work.

There may be some confusion because the Export command asks you to select a
"directory", not a file. Select a directory where you want the package exported to. On the
Mac, you may need to actually type in the name of directory after selecting its parent
directory.

6. How can | get more information on problems?

Morpho sends a number of messages about operations that are normally not visible when
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you start Morpho using the icons created by the installer. On a Windows machine, the
program that normally launches Morpho is called "Morpho.exe". An alternate method for
launching Morpho (Windows only) is to execute the batch file "morpho.bat" which is located
in the directory where Morpho was installed. When launched using the batch file, a
background command window will appear and a number messages will appear in this
window while Morpho is running. You can also see all these messages in a log file that is
created when the "<log_file>" parameter is set to "true" in the configuration file (see FAQ
guestion #4).

7. What are the system requirements for running Morpho?

For reasonable performance, a fairly new computer system is recommended (i.e. a clock
speed or 700MHz or greater and 256 MB of RAM or greater). Morpho will run on slower
systems with less RAM, but some operations may be very slow. More RAM is especially
useful of there are a large number of local data packages, since the local data is cached in
RAM at startup. Some operations will require several minutes to complete even on newer
computers. One example is the initial display of very large (10s of MB) data files.

8. How can | add data to a data file?

One can simply paste data from the clipboard into a data file displayed in Morpho. However,
currently Morpho does not automatically add rows to the data file when information is
pasted. Thus, if you want to add data, you will need to create additional rows before pasting
the new data. Select the last row and then use the "Data" menu, the popup menu you get
when you right-click on the data table, or press <Ctrl><i> to insert a new empty row. When
enough rows have been created, you can select the top empty row and paste new data.
Note that the default when copying/pasting from Excel is tab-delimited data. All the data will
end up in the first cell if the data being pasted uses a different delimiter that the existing data
(e.g. pasting from Excel when the existing data is comma-delimited.).

Help Index < Placing a Data Package on a Network
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